LR FEAEAESHELAREE 2002FE 2 AF 20 8% L § Chin ] Parasital Parasit Dis 2002-02, Vol 20, No, .14 17

L 1000 712302002)-01-0014-04 [i’%%l

mRNA ZRBASIA Y BFE S4ma)h
R EBEH

A Kk Evk HHE TAH

(ME] B EREEFSHWMNE —HNLMmBHRaEREEE,. 7E RSHURAAQANFHEBRN—
HERRE RNAF DNA AR E RNA P53 M DNA, A TMA TeMC T:MG 8 T MT 4 #8055
BRCDNABR | MEENEIMS L 4 BEESI YRS E MR R E R FH#T PCR R AL # PCR = HESERR
BEERARTE SHEEERS ARR LEENLH SR AARMNERE . PCRY BGEXAEREEEH FFM
EMERRE: DR EMEREEES . 25 5L W R s RNA $£47 Northern B RIFER AW B RALE;
ERHMFE S GenBank PMIFFIATR BELE. B MERDPILED 1 FERT. BEKRH D REHE
PCR Y WAL GHEE APl 3 ARMERERB.4 Northern 25 SRR 1 A E 2 AR LBEREAER. N
KB I AR AR EENER. 3 MERFBMFE Y GenBank ) EHH# 17 [FBMET 1 AEF B 1 A2
TEEFR; BEAE 3 5EMEMA 28SRNAFR. ## #AZoRNA ZRETHAERE 2 +HLYHER
REEREZNAR,

[l mRNA 2RER: FEE4M0, PCR: BE BrEERS

B, R8I S TRARIR . A

Screening of Stage-Specific Expression Genes of Spirometra erinacei-europaei
Plerocercoid by mRNA Differential Display Technique
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( Department of Epidemiology. Hebei Medical University, Shijiazhuang 050017 )

[Abstract] Objective To screen stage-specific expression genes of plerocercoid of Spirometra erinacer-europaer.
Methods RNA was extracted by the acid guanidinium thiscyanate-phenol-chloroform from plerocercoid and adult worm of
Spirometra erinacer-europaer, Contaminated DNA in the RNA was digested by RNase-[ree DNase. ¢DNA was synthesized
by using T.2MA, T;;MC, T:;MG and T;MT primers, and PCR was then done using the same T\;MN and one random
primers., The PCR products were fractionated on 8% denatured palyacrylamide gel, differential bands of plerocercord found
in the gel were cut out, amplified by PCR and sequenced after the gel was dried out and autoradiographed. Nurthern hy-
bridizarion was conducted to identify the stage-specific expression genes.  Results  Eleven differential bands were selected
from the gel and classified into 3 kinds of gene fragments by hybridization after they were amplified by PCR. The fragments
| and 2 were confirmed to express specifically in plerocercoid by Northern hybridization, but the [ragment 3 was expressed
in hath plerocercond and adult worm. When the 3 gene fragments were homologically analyzed in GenBank., the sequence
which was homelogous with the [ragments 1 and 2 wes not found, but the fragment 3 had high homology with many kinds
of 285 rRNA.  Conclusion  The gene expression of plerocercoid was different from that of adult worm probably because
they live in different hosts. Two kinds of different gene fragments in plerocercoid were identified hy mRNA differential dis-
pley technigue.
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Fig. 1 Result of mRNA differential display by using T,:MN and AP1 primers
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Fig. 2 Result of Northern hybridization
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Fig. 3 Nucleotide and predicted amino acid seq of gene fr
of Spirometra erinaceieuropaei plerocercoid. The amino acid of the gene
fragments 1 and 2 is indicated under the rucleotide sequence,
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