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Abstract

AIM: To investigate the molecular mechanism of
gastric carcinogenesis, screen and validate the
genes expressed differently in gastric cancer.

METHODS: Messenger RNA differential dis-
play polymerase chain reaction (DD-PCR)
was employed to search differently expressed
fragments, some of which were cloned and se-
quenced. By homologous analysis in GenBank,
the corresponding homologous genes of those
fragments were found. The corresponding genes
of those differently expressed fragments were
validated by real-time semi-quantitative and
quantitative PCR.

RESULTS: By DD-PCR, one expressed sequence
tag (EST) was identified to be ATP/GTP binding
protein 1 (A/GTPBP1) gene. The result of real-
time semi-quantitative and quantitative PCR

showed that the expression level of A/GTPBP1
gene in gastric cancer tissues was significantly
higher than that in normal tissues. The open
reading frame (ORF) of A/GTPBP1 gene, which
encodes 1186 amino acids, was 3561-base pair
long. The molecular weight was about 84.4 kDa.
Protein sequence similarity analysis showed that
A/GTPBP1 was a member of the G protein family.

CONCLUSION: The over-expression of AGT-
PBP1 gene in gastric cancer may play an impor-
tant role in gastric carcinogenesis.
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0315
T g 2 g WL IR E SR A 22—, R RE AE DRI
o REE A EE s R E R
HHl, 2 TR O RIVRZ ZE R, WRAS
RN FK . MY CH:PH K IEAERBBXAE A 55 55
SRR A . RGO R B R
W15 1 AR A MU AR B 1, 4R e ol
(1R S 2 126 P DR R 8 PR R 5 1 DR A
HHEEE X

P 2 R BRI (DD-PCR): LA £ J ik
3 WY (P C R) SR A 975 Tk M 458 Jse Pk 7 4 A
BRI LRI, HAARIE ., R A
e, HHT 2 N T3 $R20K R S Bk IR R AF
GYRU RSz B D D-PC R L 2 i rh 22
S RILMATP/GTPE A8 1 1(A/GTPBP1) LA,
R EPCR. 968 |mPCRAF JiEA 1%
FER R IE AT T 8AF, #1208 5 Bk
ISP

1 MRRTSA

1.1 T IR A 23 0 5% A bR AL A
VL0 R 2% Bt I = e AR B R 980 22 = WoR
W& T Genhuntera 7, %% 5E HEPCRIX
& T TaKaRaZA /], MMLV e sl il &
- F-Promega’s ], RNAFEHHAFITRIZolIH H
InvitrogenA .

1.2

1.2.1 cDNA : HTRIzoIH& B T %42 L B
¥ SO 55 R IR SARNA, K GeneSpect T &
MRNAKE, ZDNaseld ki FIMML V 4
AT B B A 2 55 4 2 cDNA.

1.2.3 DD-PCR: 3545 | #)(FHT12 A, FHT12 G,
FHTI12 C)520F 7 &x (1 BEHL S [ A 7] 41
%, #4TDD-PCR, PCR/™ )8 uL EFE 6% 2K
BRI AERE, 1400 VIE S FLKS hAeAT .

1.2.4 D A e Y FI AL B
JEAE AR, BT T IRPCR, ¥4 7 0 T T,
. JEFE A KA D HS o, W 1 B 57
BH M . BH I o e 20 i D) % 5 7 (PR b it
AW TREA T 5ERK).
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1.2.5 PCR : M Primers.0% A
Wit T & #PCRIA/GTPBPIEEH 514, N
Z ik A\ B-actin(GenBank &35 : AK225414),
M A/GTPBP 1K 7E B 4128, 554l
AP RIEMZESR. 515N A/IGTPBPL:
F-GCCTCCATTCAAAGAGCCTA, R-
TACGCTGGTCCACAACGAAT; W ZB-actin:
F-GAGACCTTCAACACCCCAGCC, R-GGAGT
ACAGGTCTTTGCGGATG. 4 Fr B K& 43 5l
“h300 bpFAS12 bp. KMN4AFH94°C 30 s, 55°C
30 s, 72°C 35 s. MRFE2-AACEA 253 DR AH X
P2 UKL, FIHISPSS13.08AF 0 3545 (1K) $d 32k 47
3R

1.2.6 PCR 4 7 X%O6E EPCRIVES
R DR, HIfE EEPCRI P X 5 5% AN [H]
B DNAZ HIE 52 HPCR, W 411 h94°C
30s,55C 30's, 72°C 35 s, 25MIEIA. WL L
BRGNS A Fk 4ty AT 52 B A0 AT

2 B8

2.1 RNA P
RNAGATHEI vk 25 R B, 28SHI18S 44745
S, SARNA I 56 B A5 B 4. K H Gene
Spect IR, A e /A5 EIAET.8-2.02 7], 45
Lk I —8, 183 i 2k,

2.2

R VA A7 IR Pt e v Uk 8 SR R B, e R 5% A
AP B NI R AR AR A 22 e k. Al — 2 T fRiX
R BENGER, BESFBYIHE, #17=
R 38G, TR B0 BOdEAT e B AT 51 4y
BT, K U7 345 10 7 5 AEN C B I 14 Hh b 4T Lk
f, Hrhgw 5 A WAR £ 5 Fr Bt 5 GenBank 1)
A/GTPBP1AE P [FY 114 $199%(GenBank 5%
5 AL157882). %A AL HE #3561 bp, Hifd
1186 . M Hn 2 SR 7 H M T A GER

2.3 PCR N 12451 55 9 Bk A X6

AGTPBP ALK 7 B i S 55 L 2R M Ik AT
KrI. Y FH SPSS13.08 A4 i & iy 45 KW,
AGTPBP1JE K AE g 4l 4R 1 3k & v T3
FHI e 55 A1 2R, 7 e KL e v 5 L (P<0.05,
K1).

2.4 PCR Jyitt— K AEA/GTPBP 14
DRI 7E 7 s i 5 A E0h ROA S 25 5, AT
rP U 45 5 9 2 Z bR A R AT 2 s A
1. A/IGTPBP 1L RI{E B it 4 2 S 55 ZH 23 3
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B 1 A/GTPBPIERESENESHAEZTRIA.

la 1p 2a 2p 3a 3p 4a 4p

A/GTPBP1
B-actin

2 A/GTPBPIEREBREH R RESALAEREEL.
la—4a: A/GTPBP1 ;v 1p-4p:
A/GTPBP1

AR, BAEE T R FRIE R T o 4L ZA(K2).
T B R 1 AR AT S BT A LUK Al BEAT S S
HITH AR 234, 85 HISSPS13. 0% fFAL B, 4531
FMI B, A/GTPBPIIE 7 B 2 R h I &
i S A 615 (1512).

3 17ie
FUH, B R8T O oA e 5 N 2R A B e ™ T 1)
P2 —. RS DAL RN ST, RREEAE
DAL Ay S 98 T 26 T NI 50042 7. g (1)
s 5697 S 5 NERE A FEEAE DI
KM ph s ) J. AR, B AT f o B LR
PERRIRE, e R b DL BRI B 3 1 2
PATARFN 2590 4 IR 9T RO AN N
200F R IGAE I HE REIESE, MR R e kg
S DR 1 2978 s o I A DA O, TR, S
L AR S (R SR DR, Db e 1 L 3012 W
AT SEHE R AL 5y 1 R SRR

AHFFEN FHmRN A Z 57 Wos SR I ik 21 5
P HP R R IE RN A/GTPBPL. fEGenBankH [
AR LA R W, %I DRI T N9 5 3 et fh |,
BB HER:3561 bp, 4118612 IR ATP/GTP
G55 A (A/GHE ) 2 g M RS2 A 5 3 610 3L
[V e 2 (A5 5 5 S E SR F T, A/IGHRARE
KPR FL T P P AR AR Y 1 1 75 A 40 i A
A Ak B AR DG DR K s O g 4 e AT 1R
SR (1) 3G RE g, T R B A AR ) R
B KA HHAT w98 ) S A, A/IGER IR
AP, W DUHE 2 S cAMP R SE, 7
SRR, HATCAIAERY, HUR R4

U frE AT R Gsa(GEE I — N
LR, IR IAA HOR BRI 10 R AE T i 5 Gsa it
DR ) e 2 kA 7100 IR 9 3k 5 1 FH 22 481
B bR ASIOAE R BLATP/GTPSS & i T A N
S 55 AL ER, S DRI s A T R 1 o 40
cAMPRZIE 5 SR B DA DS, HEILm
KBS BN R EA L. TA/GHE
FALE 2N, Sl A, S — Mk 2
ZANWHRNERIES ST R A . RIER
A/GTPBP LKL 4 4Uh [ ik 2 15 A
I S A A
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AR I E ZARUEGB/T 15835-1995H M) b2 M e, AR TG ST B E h DU ] 25 25 R LT
o, i A, IR, SR DUIEERE . TLPUIEED. EING. Soih B R BT R A S0,
1000-1500 kg, 3.5+0.5 mmol/LA%. Wl & Kt A i b HoI S A8 RO RS 4% 2, 16 3477486 00043 2 — I
BE AT — AT, WAV — AR, BTSN N A 32, 78— 507 Amean & SDIV % FE 3] 4
A 2, — R LASDII /38 E 0 L, 1113 614.5+420.8 g, SDII1/3i5— T £ g, “FIBORSN#E 1A%k, N5
H3.61+0.4 kg, i 2 MIALEITF LR . Xn8.440.27 cm, FSD/3 = 0.09 cm, ik /NS G 55247, #E B R Ab
BN G 207 AT AL B LG B R TR, NoZdy. KBE, N5, KTSIEE, wiaasTs, b7
— P HOE A WHE, BRI 07 ) HSZ R4A oM. KRR N AT 1RGSR, AEFLIRGEK. F1i023.48, #ARE
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