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Abstract

AIM: To investigate the possible association
between allelic variation of lysosome-associated
protein transmembrane 4 (LAPTM4p) and
genetic susceptibility to liver cancer.

METHODS: Genotype of LAPTM4p was de-
tected in 190 patients with liver cancer, 175
healthy adults and 190 chronic hepatitis B
(CHB) patients by special primers-based poly-
merase chain reaction. Genotypic distribution of
LAPTM4p was analyzed by y” test.

RESULTS: The allelic frequency of *1 and *2
was 68.8%, 33.3%, 73.21%, 26.8%, 75.7% and
24.29% in the of HCC, chronic hepatitis B and
healthy control groups, which was significantly
different between the HCC and healthy control
groups (y° = 6.979, P = 0.008). The risk of suf-
fering from HCC was increased 1.547-fold. The
LAPTMA4p genotypes *1*1,*2*2, and *1*2 were
37.9%, 57.9% and 4.2% in the HCC group, 50.5%,
45.3% and 4.2% in the CHB group and 56.6%,

38.3% and 5.1% in the health control group (y° =
14.854, P < 0.005).

CONCLUSION: The allele of LAPTMA4 is asso-
ciated with the genotypic susceptibility to liver
cancer.

Key Words: Susceptibility to liver cancer; Polymor-
phism gene; Hepatitis B; Lysosome-associated pro-
tein transmembrane 4 beta
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R AT 40P 6990 % 4 ) 237.9%. 57.9%F=
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LAPTM4BI* 1LY, [R5 47223 bp4kili 5204
bp4ciii HJLAPTM4B*1/218 4554,

22 LAPTM4BF 1 AR5 A HA S 5k =4
WA F 69 A LAPTMABIE PRI AE = 4 A
B o0 A AT M 22 ey = 14.854, P =
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0.012, OR = 1.705, 95% CI = 1.125-2.585).
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