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Abstract

AIM: To investigate the distribution of hepatitis
B virus (HBV) genotypes in Yan’an region of
China, and to examine the relationship between
the clinical types of the patients infected with
HBV genotype C and the clinical virological and
biochemical outcome of chronic HBV infection.

METHODS: One hundred and twenty-two
chronic HBV-infected patients with HBV DNA
positive and a disease history of more than 12
months were randomly selected from Yan’an
region, and the genotypes were detected in 121
patients, consisting of 58 chronic asymptomatic
HBYV carriers (ASC), 46 chronic hepatitis B (CHB)
patients and 17 liver cirrhosis (LC) patients. Real
time fluorescence quantitative polymerase chain
reaction (FQ-PCR) and time-resolved fluoroim-
munoassay (TRFIA) were used to measure their
HBV DNA contents and HBV marker quantity,
respectively. Micro-PCR and hybridization-
ELISA were used to detect HBV genotypes.

RESULTS: Of the 121 serum samples with
detected genotypes, 116 were of genotype C
(95.87%, 95%CI: 92.32%-99.42%). In the genotype
C group, the HBV DNA level and HBeAg quan-
tity were markedly higher in the ASC group
than in the CHB group or the LC group (t = 3.94,
4.75, P = 0.000, 0.000; ¢t = 4.82, 3.94, P = 0.000,
0.001). However, HBeAb quantity and ALT level
were markedly lower in the ASC group than
in the CHB or the LC group (t = 3.71, 12.09, P
= 0.000, 0.000; ¢t = 12.44, 7.81, P = 0.000, 0.000).
No significant differences in HBV DNA level,
HBeAg quantity or ALT level were observed be-
tween the CHB group and the LC group (P = 0.38,
0.58, 0.047); significant difference in age was
observed among the ASC, CHB and LC groups
(t = 5.07, 9.72, 4.99, P = 0.000, 0.000, 0.000) and
the mean age in ASC group was the lowest ; the
male percentage was significantly higher in ASC
group than in CHB or in the LC group (x* = 9.37,
5.18, P =0.002, 0.023).

CONCLUSION: Genotype C is the most preva-
lent strain among chronic HBV-infected patients
in Yan'an region of China; the results of the in-
dex analysis to the patients of the ASC, the CHB
and the LC group basically conform to the clini-
cal outcome of natural course of chronic HBV
infection.

Key Words: Hepatitis B virus; Genotypes C; Distri-
bution; Clinical outcome
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CHBZ K LCH(r = 3.94, 4.75, P = 0.000, 0.000;
t = 4.82, 3.94, P = 0.000, 0.001); ASC4IHBeADb
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3.71, 12.09, P = 0.000, 0.000; £ = 12.44, 7.81, P =
0.000, 0.000). CHB41[f/HBV DNA#; . HBeAg
JE . ALT/KFH5LCA TG 2 7% 5 (r = 0.89.
0.55, 2.03, P = 0.38, 0.58, 0.047). LCZ [{JHBeAb
SE W] 2 TCHB4 (£ = 4.73, P = 0.000, %2).
23 HBVA R ACA &KL HASC4., CHBA,
LCZAM A, #4542 ASCA, CHB4. LCAF
W h21.56+8.67, 31.05+9.92, 44.41+7.75
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MEMAERR/ PRI W ASC4R(n = 55) CHBB(n = 44) LC#R(n =17)
HBV DNA(copies/mL) 6.76 + 0.56 6.18+0.89 5.96+0.73
HBeAg(Ncu/L) 1.76+1.18 0.80+0.64 0.70+0.73
HBeAb(Ncu/mL) 1.356+£3.79 8.24+13.12 26.24 + 13.86
ALT(U/L) 24.69 + 20.32 129.16 + 58.06 95.76 + 56.92

HBsAg(ng/mL)
HBcAb(Ncu/mL)

250.71£20.32
427.16 +202.71

239.21 £63.11
421.16 + 252.58

199.47 +70.59
459.24 +161.66
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LCH 17  15(88.2) 2(11.8)  44.41+7.75
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