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Comparative Study on Methods for Extraction
of Genomic DNA of Rice Planthopper
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Abstract: Genomics DNA were extracted from the rice planthopper Nilaparvata lugens (Stal) using
SDS, CTAB, KAc and NaCl method, respectively. DNA was detected by electrophresis, UV and IS-
SR-PCR. The results suggested that, the quality of DNA samples extracted by CTAB method and SDS
method was obviously better and more suitable for PCR than that by the other two methods, further-
more , SDS method presented the most polymorphic sites. Therefore, the SDS method was the most ef-

fective, practical and economic method in the genomic DNA extraction of planthopper in laboratory.
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Fig. 1 Eletropherogram of genomic DNA
extracted by KAc method
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Fig. 2 Eletropherogram of genomic DNA
extracted by NaCl method
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Fig. 3 Eletropherogram of genomic DNA
extracted by SDS method
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Fig. 4 Eletropherogram of genomic DNA
extracted by CTAB method
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Tab. 1 A,/ Ay, and the extract rate of Nilaparvata lugens’s DNA by 4 methods

WiRrS A /A Agso/ Agso FHIMH DNA 78%/(ng - g7") DNA £ HUCRSEH
method 20070 average DNA yield average extract rate
KAC vkt ik 1.51 1.43 1.48 L 49 48. 4 53.6 50.9 0.2
KAC method 1.54 1.46 1.58 ’ 47.1 54.8 47.8 ’
Ha A1 NaCl 32 1.48 1.52 1.49 e 70. 3 65.9 69.7 64.9
NaCl method 1.65 1.58 1. 56 : 62.8 61.9 58.7 )
CTAB ¥ 1.79 1.69 1.84 L 79 56.3 47.8 50.2 S16
CTAB method 1. 80 1.78 1. 86 . 49.3 51.5 53.7 :
SDS 7 1.67 1.59 1. 65 63 66.7 68.9 63.2 6.7
SDS method 1.58 1. 64 1.62 : 59. 1 58.5 65.8 )

M 1 2 3 4

M: 200bp Ladder; 1: KAcUkifik; 2: NaCl
% 3: CTABIL; 4: SDSVkL

1: KAcmethod;2: NaClmethod;3: CTAB
method; 4: SDS method

5 47075 %R EIDNABYISSR-PCRY 1%
Fig.5 ISSR-PCR amplification of genomic DNA of
Nilaparvata lugens using four extraction methods
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