BN H SR ET 2007 ,25(2)

143 ~ 148

Journal of Wuhan Botanical Research

XUE Hua-Jie'

ETITS R EE BN AR S LF MM
BAER', IFE, BB, R0, AuRE, DHEHT

_'!_‘.m\ 4
CL SO R A i B P B, AT 210097 2. J0 00 s M B i IR e T, 7
3okBEEGRSE, AACKIE 569-1094)

210097,

WO CAETIERR IR R BT O R T R L X 05 R A IR 3t 12 RPN A B R DNA ITS P
P, i CenBank Sl 4 A {UAREN ITS 77, LI TEIRBISETE ( Notopterygium incisum ) £ 41251, i F
F BURFAE 32 15 R R 15 20 0 B 287 4 Oy S ol S 9 0 ) R 0 A S (AT T 40 . S5 SR AR B R [ 1) 1TS R )F
P LA A SRR A P A 2596 - AR TTST P30 W 10 1 5 8 B0 X4 5 1 & 5 {04l 1TS2 )], 3 ¥ i
MEERTEE . IS S AR G E R AL ITS E 5P Ao s el i % 3, L i 7 1TS1 RMA 419
JRA 09 PP FURFE  TiTH: 1TS2 KA IS AT A F P IE . &5 b Ao , SO 2 A F 205 i 0t 33 o 2 (1]
19 —A- S ST I AR S 2
K@ R, ITS FR|; B, REsret

FESHS: (949.763.3 IREERINED . A TEHS. 1000-470X(2007302-0143-06

Phylogenetic Position of Anegelica apaensis/Heracleum apaense Based on
Evidence from ITS Sequences of Nuclear Ribosomal DNA
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Abstract: The phylogenetic position of Angelica apaensis/Heracleum apaense ( A. apaensis was used in the
following ) , which belongs to Angelicinae in Umberlliferae ,is controversial. To clear its phylogenetic posi-
tion, ITS (internal transcribed spacer) sequences from A. apaensis and 16 other species in these two gene-
ta (4 of them were from GenBank) were used to compute their genetic distances and Lo construct phyloge-
netic trees , Notopterygium incisum was used as the outgroup. Analysis on different ITS regions resulted in
contradictory conclusions:analysis on ITSI sequences indicated that A. apaensis should belong to Ange-
lica , while analysis on ITS2 sequence suggested that it belongs to Heracleum. Further studies demonstrated
that A. apaensis possessed base sequence characters similar to plants in Angelica in ITS1 region,but had
base sequence characters similar to plants in Heracleuwm in ITS2 region. Therefore , results of this study

support the view that A. apaensis is a transitional taxon between Angelica and Heraclenm.
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