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Application of DNA microarray technology in immunological research and its inspiration to resear ches on
traditional Chinese medicine
MA Yu-Ying, ZHANG Xin-Min
( Institute of Chinese Integrative Medicine, Huashan Hospitd, Fudan University, Shanghai 200040, China)
ABSTRACT DNA microarray techndaogy is a high throughout method that can anayze the expresson o thousands of genes at the
same time to form a complete cdlular gene expression profile. It has been aoplied in immunolog cal researches such as the deve op-
ment, maturation, activation and differentiation of immune cdls, the regulation of immune responses, the madecular mechaniam of al-
lergy, the relation between phenatype and gene expresson, and immundaogical pharmacology, etc. It has deepened our perception of
the immune system. It will as well be hdpful in the research o the regulative mechanism o traditional Chinese medicine ( TCM) to-
ward immune cells and immune responses, the therapeutic mechanisms of TCM toward allergy, the standardization of differentiation of
syndrome and herbal pharmacology, etc. The data analysis of the results of DNA microarray experimentsis amed to campare the differ-
ence o gene expression leves of different samples and dbtain diagnostic gene expression prdfiles. But there are controversies about the
number of samples and chaces of statistical methods. Researchers are striving in setting standards of DNA microarray experiments.
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