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Optimization of the ISSR-PCR Reaction System of Cyclocarya paliurus

TAN Tanetal (College of Natural Conservation, Bejing Forestry University, Beijing 100083)

Abstract The genomic DNA of Cyclocarya paliurus was extracted with the improved SDS method. Bsed on its DNA, the ISSR amplificatory
reaction system was optimized. The fitting annealing temperature was confirmed and the effect of Mg?* concentration, dNTP concentration, BSA
dosage, primer dosage, Tag DNA polymerase dosage and DNA templates dosage on ISSR amplification were tested with the single factor method.
The result was that, the fitting annealing temperature was 56.3 °C and the optimal reaction system of ISSR for Cyclocarya paliurus was determined
as follows: 1xTaq polymerase corresponding buffer (10 mmol/LTris -HCI pH 9.0,50 mmol/L KCI,0.1 % Triton X-100), 12ng template DNA,
1.5mmol/L MgCl,, 1.0 mmol/L 4xdNTP, 1mg/ml BSA, 15 pmol primer,0.75U Taq DNA polymerase in total 10 wl reaction volume. Thus, the
establishment of ISSR-PCR reaction system settled the genetic diversity foundation for Cyclocarya paliurus.
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