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Prdi ninary Study on the Genetic Background of ChHinese Shar-pda inits Qrign Flace with RAPD Techrique

LIU Qngshenet d ( Gllege of Adnd Sience, South Gina Agricdtura University , Quangzhou, Quangdong 510642)

Aocstrat Chinese Sar-pei is ore of worl d fanous dogs , whch were orignated from Ddi Town , Nahal district, Foshan dty, Guangdong Rrovirce
Chima. Resertly, the quartity of Chinese Shar-pei is veryfewandthe genetic dtuation of tHs variety is chactic . To prevert tHs predous vari ety fro mex-
tinction, the experi nenet inthe andysis d the genetic background of ths dog variety with RAPD nethod was firstly conducted . From25 dogs’ dood DNA
sandes , 12 random i ners vere selected fromtotd 71 pri ners . The dectrophoreds resuts of RAPD showed that 12 pri ners produced 96 bands vith
nolecdar veight ranged 350 2000 bp and the shared bands was 17 with poly norphismrate of 82 .29 % . This showed the rich gerdtic dversity of the
Chirese Shar- pei inits origin dace . The clustering ardyses of the RAPD of 25 sanges of Chinese Shar-pei showedthe bore- nouth and neat- nouth sam
de codd be grouped accordngy ,whch supdied theoreticd basis for the sub-clasdficaion of ths vaiety .
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