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RAPD Analysis of Fruit Mulberry in Tissue Culture
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Abstract Tissue culture of fruit mulberry was studied. Plant materials of 10 times subculture were analyzed and clustered by RAPD. Among
them, the genetic distance was between 0.001 and 0.243, and the average value was 0.122. Results showed that the more times of subculture, the
bigger genetic differences in every generation. And genetic variation appeared in every cluster.
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NO1 NO2 NO3 NO4 NO5 NO6 NO7 NO8 NO9 NO10
NO1 0.955 0.937 0.824 0.799 0.706 0.729 0.667 0.775 0.734
NO2 0.046 0.930 0.857 0.898 0.750 0.743 0.860 0.833 0.741
NO3 0.065 0.073 0.889 0.852 0.750 0.834 0.885 0.699 0.714
NO4 0.194 0.155 0.118 0.909 0.823 0.772 0.715 0.778 0.859
NO5 0.224 0.108 0.161 0.096 0.769 0.760 0.819 0.860 0.702
NO6 0.349 0.288 0.288 0.195 0.263 0.775 0.780 0.901 0.724
NO7 0.316 0.297 0.182 0.259 0.275 0.255 0.652 0.541 0.661
NO8 0.405 0.151 0.122 0.335 0.200 0.249 0.428 0.797 0.850
NO9 0.255 0.183 0.358 0.251 0.151 0.105 0.615 0.227 0.789
NO10 0.310 0.300 0.337 0.152 0.354 0.333 0.414 0.163 0.237
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