26 3 Vol.26 No.3

2005 8 Journal of Chinese Mass Spectrometry Society Aug. 2005
1 2 1 2 1,*
1 ) 1 1
(1. , 100094 ; 2 . , 100094)
(AMDIS 4
, NIST , AMDIS
, AMDIS 1 )
- (GCMY; ; (AMDIS)
:0657. 63; TQ453 2 A :1004-2997 (2005) 03-155-05

Deconvolution Overlapping Pesticides
Gas Chromatography-Mass Spectrometry Using
Auto Mass Deconvolution & ldentification Sysem( AMDIS)
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Abstract : Auto Mass Spectral Deconvol ution & ldentification System (AMDIS) was used to
deconvol ute four examples of overlapped pesticides. The shortcoming and advantage of A M-
DIS were analyzed. Theresults show thereisa good result when the scan number difference
of overlapped pesticide exceeded 1. This advantage will help to remove the interference
through overlapping components each other , and confirm results more correctly. On the
other hand, there are shortcomings such as missing non-characteristic ions and low detect a
bility.
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Fig.1 AMDIS deconvdution of a GC/ MS peak containing Fenobucarb and Propoxur
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Table 1 Confirmation results of the different overlapping pesticides (scan, extracted spectrum) using NIST98

Scan spectrum

Extracted spectrum

Segment Pesticide tr/ min  Scan number
Match R ,Match Match R ,Match
1 Fenobucarb 10.81 526 825 874 878 884
Propoxur 10.84 529 901 925 932 935
) Atrazine 12.99 770 800 897 908 915
B- 3-666 13.01 773 869 913 889 889
3 cis cis-chlordane 20.07 1 559 786 872 912 915
Bromophos-ethyl 20.09 1561 612 868 844 850
4 L eptophos 30.90 2 769 503 611 585 780
Phosalone 30.91 2770 726 871 833 855
5 Aldrin 17.04 1223 870 873 843 858
Thiobencarb 17.04 1223 No No No No
: No—
24
(Aldrin) ( Thiobencarb) AMDIS .
NIST )
870 873 ,
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