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Andyds d Gerdlic Rdaioship of 17 Houtuynia cordade Ger nd asmResources With ISSR Marker

PENG Shua et d  (Irdtitute of Life Sience and Hotechndogy , Boerergy and Bonaterid Research Certer, Hunan University , Ghangsha, Hinan
410082)

Aostradt 17 ger ndasmresources of Houtuynia oordate were used es mnaterids to ardyze their gerone poly norpHsm with ISSR narkers. 12 pri ners
screened out from50 pri ners were wsed for ISSR angdificaion. Atotd of 112 bands were gererated , of which 95 bands were poly norphic band( the per-
certage of polynorphic band, PPB=84.8 %) .The average nunier of DNA fragnents produced by each pri ner vas 9.3 .\’ si nilarity coeffiderts and
genetic distances were cacdaed wth PCPGENE software and the dendrogram were corstructed vith UPGMA. 17 Houtuyn a oo dae neterids were dvid-
ed irto three ngor groups whle the gendiic distance wes 0.20. The resuts indicated that there actudly edded much genetic diversity a nolecdar level
anong the gerndas mresources of Houttuyn a aordate .and the genuieness of Houttuyn a oo date wes relaed wththe environnens insone vay . The rela-
tiorship between genuieress , geretic and envronmrertd factors of Houtuyn a cordate vere discussed .
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