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Selectivity of Primer Concentration and Annealing Temperature to ISSR Amplified Fragment Length

PENG Hai et al ( College of Medicine and Life Science, Jianghan University, Wuhan, Hubei 430056)

Abstract Fragments of different molecular weight in asparagus bean genome were amplified using ISSR method under different primer
concentrations and annealing temperatures. Result showed that primer concentration had strong selectivity to amplified fragment length and had

certain selectivity to annealing temperature.
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