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I nprovenert of the Large scde Screering Method for Expressed Sequerce Tags ( ESTB)

LIUW e¢ d (Qllege d Life Sience ,Narjing Norna  Uhiversity ,Narji ng , Jangsu 210097)

Aostradt The amd the research vas to inroduce an i nproved nethod for large-scde screering ESTs . With cerelrum c DNA library of tufted deer con
struded by SMARTTMc DNA Li brary Corstruction Kt as research naterids , besed on characteristic of the library phege that codd sportaneously trard ate
ino dasmd, the phace library wes drectly trardated irto dasnid library . Trarsfor ned dasmd c DNAlibrary clores infla were randonhy selected . Ater
shaking cuture the bacterid liqui d electrophoresis nethod was used to screen reconinart clores intead d tradtional PCR screening nethod .1 nproved
bacterid liqud dectrophoresis nethod cod d idertify reco ntinant dasmid exactly and eva uate the lengh of inserted freg nerts . This nethod cou d better
keep the irtegrdity of the library corstructed by SMARTTMcDNA Library Corstruction Kit, so, it vas a sinple and efficiert nethod which vas sutalde
for large-scde ESTS screening .
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