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Opti mzati on & SRAR PCR Programard Systemin Gtrul us lana us

LI Xaochu e d (Irstitute of Hxticdtue ,Hnan Acadeny of Agicuture sciernces ,Zhengzhou , Henan 450002)

Astradd The amd the research wes to establish SRAR- PCR andificaton systemwhch vas sutalde for Gtruluslanaus DNA so as to lay foundation
for the corstruction of gere map and nolecdar narkerin C. | and us. Water n@l on vari ety Znonghuaquanvang being taken as tested naterids ,SRAR PCR
reaction programin vater nelon wes i nvedigated and the gradiert experi nert wes conduded on each i npact factors in SRAP PCR reacti on systemto screen
and egadish the opti num SRAR PCR reaction program and syse mthet codd andify high pdy norpHs m,good repeatahility and clear band peattern . The
opi mumSRAR PCR reaction procedure vas as follows :pre-denaturation at 94 for 5 nmin; denaturationa 94  for 1 min,anned & 35 for 1 mn,
edersiona 72  for 1 minandintotd 5 cycles ;denaturation a 94  for 1 min,aned a 50 for 1 nmin exersiona 72 for 1 ninand intota 35
cycles ;extersiona 72 for 5 min;preservationa 4 . The opi num SRAR PCR system ( Totd of 15 pl) was as follows: DNA 100 ng ,dNIBs 0.3
mol/ L, My?>*2.0 nmol/ L pi ner 7 .5 pnol/ L, Tag polynerase 0.75 U. The programand systemcoud neet the derands for gerone SRAP andification
in C.lanads.It wes feasibe to apdy SRAP nerker in genetic researchin C.landus.
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40 1.5 0.10 0 50 5.0
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