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Sudes on ND4 Gere Pd ynorpHsmand Geretic Structure anorg Do nestic Gocse Breeds

LI Janhua et al (CGdlege of Life Sience and Techrology , Xaogan University , Xaogan, Hubei 432003)

Aostradt dchuan, Sitou, Huwoyan, Mli , Landoise and Rhin gooses aredonedtic goose breeds vith urique qudity characteristic . Inthe lab test, DNA
sequerces (621 bp) in Mtochondrid ND4 gere of the six donmedic goose breeds vere sequenced by the nethod of direct sequerncing . Four had otypes vere
found, viththe diversity of 0.582. Frequercies of the four haddypes were 0 .467, 0 .033 3, 0 .467 and 0.033 3 respectively . The coefficient of nu-
clectide differertiation ( Nt) anong 9x gocse hreeds varied between O to 1. The nucledtide diverdty in each breed d the dx geese wes wverylow. The ge-
netic distance between breeds of the dx geese vas close and the genetic si nilaity vas Hgh. The geretic si nil arity between breeds that comnory bel onged
to Ansr ansg or Arsr cygnd dss wes higher than thet between treeds thet respectively belonged to Anser anser or Arser cygno des . The for ning reason of
the genetic structure and the hytrid utilization of the six goose breeds were dso andyzed .
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