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Abstract [ QJedive] The amof the research wes to dscuss a d nde and feaside nethod of cloring hunanirtedeukin 10(1L-10) gere . [ Method]

Wth Rgi cdlls of hunan Burkitt’ s lynphona cell line as naterids , totad RNA vas extracted fromthe cutured Rgi cells . A pair of specific pri mers wes
dedgred according to the sequence of hunan 1L-10 gene and the coded ¢ DNA of human IL- 10 gere vas ardified by the nethod of RT-PCR . After being
recla med, the target frag nerts were connected with p MDL8- T vector and transfor ned irto conpetent cell DHba of Escherichia cdi to corstruct the recom
binart dasnid of tHs gene . The reco ntinant dasnid vas idertified by PCR and doudle-erzyne dgestion and sequenced . [ Resut] With tad RNA of
bore nmarowcdl tisste & tendate, RT-PCR vas conducted and about 550 bp specific band vas obtained from R§i cells . The reconbinart dasmd d IL-
10 gere wss successfuly corgtructed . The idertification results of PCR andification and doud e- enzyrre digedtion i ndicated that ths i nserted fragnert wes
IL-10 cDNA possidy . Qe caony vas sdected fromthe oltained positive dores to ardyze the irserted DNA fragnent sequence of the reco nioinant das-
nmid . The resuts of the sequence amdyds proved thet it wes accordart with the sequence of the reported IL- 10 gere . [ @rclusion] THs research laid the
foundation for the reconbinart expression of 1L-10 and the andysis of its hidlogicd activity .
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