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Identification, Classification and Evaluation of 4 Varieties of Artemisia selengensis

WANG Kai-dong (Jiangsu Vocational Technical College of Agriculture and Forestry, Jurong, Jiangsu 212400)

Abstract  [Objective] The research aimed to lay the foundation for studying the germplasm resource and the genetic mechanism of Artemisia
selengensis. [Method] With 4 varieties of A. selengensis (Red A. selengensis, Green A. selengensis in summer and autumn, Green A. selengensis
in winter and spring, White A. selengensis ) cultivated in Nanjing area as tested materials, 4 varieties of A. selengensis were identified and
classified by morphological observation and isozyme technology. And their agronomic traits were comprehensively evaluated. [Result] Through
morphological observation, 4 materials were preliminarily confirmed as A. selengensis and they had obvious morphological differences. There
were 12 common peroxidase bands and 6 common esterase bands among 4 varieties of A. selengensis, being 92.3 % and 50.0 % of total site
number respectively,which further proved that 4 materials belonged to A. selengensis at the zymoprotein level. The isozyme bands also had
significant differences among 4 materials, which were in accordance with the phenotypic differences. The field investigation showed that Green A.
selengensis in summer and autumn, Green A. selengensis in winter and spring had better growth vigor and higher yield in the same growth
environment, which was in accordance with the results of isozyme analysis. [Conclusion] Green A. selengensis in summer and autumn, Green A.

selengensis in winter and spring had higher utilization values in the breeding of A. selengensis.
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Table 1 Main configuration differences of four kinds of Artemisia selengensis

4= No. FEZIFIE Morphological Characteristics
1 R ERER 2 2P MR , 3~5 22 IR B ZERS 206, A Bt

Dark green leaves of most plume shape with 3~5 splits, maple lobation, thick leaf, dark red stem and white short down
2 PRS2 0P MR, 3~5 B BITUR  BLE 255G B D B

Yellow-green and hypertrophic leaves of most plume shape with 3~5 splits, dark green stem and white short down
PPty 2 0e0m HIH-IR TV I 2243462, S Green and narrow leaves of willow lobation with green and smooth stem tip

. TR 5 57 21 IR, SR IT R SR

Green and narrow leaves of most 5~7 splits with maple lobation, light green and smooth stem tip

2 1 WAL 2 ARS8 ;3 AEET T4 AEE, TR,

Note: 1: Red Artemisia selengensis 2: Autumn green Artemisia selengensis 3: Winter and spring green Artemisia selengensis; 4: White Artemisia selengensis.

The same as follows.

A VOB R FORAR B OV REE R FRIR,
Note: A: Leaf morphology of the young plant; B: Leaf morphology of the
mature plant.
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Fig.1 Leaf morphology of four kinds of Artemisia selengensis
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Note: —stands for lack of band. The same as follows.
2 4ATMEENTEAYEEEREX
Fig. 2 Peroxidase enzyme spectrum and mode of the four kinds of
Artemisia selengensis
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3 AMAENEEEEIERERX
Fig. 3 Esterase enzyme spectrum and mode of the four kinds of
Artemisia selengensis
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Table 2 Evaluation of some important field properties of Artemisia selengensis

EHZE E
= B K Rty O Wi Pk
Serial number ~ Comprehensive growth potential Dr_ought Disease resistance Insect-resistant Yield
resistance capacity

1 7 Medium oH Strong  FrLEAR Strong resistance 5 Strong % Low

2 3 Strong  SHIEIIEYE Susceptible to powdery mildew 3 Strong %755 Relative high
3 9 Strong SRS Susceptible to powdery mildew 3 Strong %755 Relative high
4 91 Strong S EIR)N Susceptible to powdery mildew 5 Strong & Low

P AR, S B W PR RS T,

Note: Cutting at the same time, winter and spring green buds of Artemisia selengensis show the earliest germination.
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