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Andyds d the Internd Trarsaibed Specer (ITS) Sequerces inrDNA d 10 Strairs d  Fusarium spp .

CHEN Yux etd (Qdlege of Life Sierce, Hbel Uhversity, Baodng, Hebei 071002)

Aostradt [ (jective] The @ mof the research vas to explore the phylogendic cardations anong the strains of Fusai um spp.[ Mthod] The gerno nic
DNAs wes extracted from10 isolated strains of Fusariumspp . by ud ng benzyl cHoride nethod and PCR andification and sequercing vere nade onits irne
terrd trarscri bed spacer (ITS sequerce .The sequercing resuts vere searched for the ho nology on GnBank vebdte by uing Bad nethod and the ITS
phyogeretic tree with the related strairs wes corstructed by neighbor-joiring nethod . [ Resut] The tested strains vere located i n 3 clades of the phyloge-
netic tree . Seven strars and Fusariumsd ani were clasdfied into ore clade , with the sequence sinilarity of 98 61% 100 % . Sran F34 and Fusaium
oxyspaumwere classifiedi rto ancther clade , wththe sequence si nilarity of 100 % . And strains of F83 , 7 and Fusari umincar num vere classified in
o the third clade . The sequerce si nilarity inside each dade vere dl Hgher , being 97 .61% 100 % . Bu the sequerce d nilaity of strains anong differ-
ent clades vere lower . [ Cond wsion] The piyMogenetic andyds of 1 TS sequence codd provide the i nportart reference basis for the genus idertification of
Fusariumspp .
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