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Abstract: Based on the detection of polymorphisms of estrogen ( ESR) and follicle stimulating hor-
mone 3 subunit (FSH — ) genes of 762 Saba pigs, the effects of the two genes on litter sizes were an-
alyzed. The results showed that the frequencies of genotype BB and allele B on ESR gene and genotype
AA and allele A on FSH — B gene were the highest in Saba pigs. In the first parity, the total number
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born (TNB) and the number born alive (NBA) of genotype AA of ESR gene and genotype BB of FSH
— B gene were higher than the other two genotypes (P <0.05 or P <0.01), and showed significantly

additive effects (P <0.05) . In the later parities, the litter sizes of genotype AB of ESR gene were
the highest (P <0.05), and showed significant dominance effects (P <0.05 or P <0.01) , however,

it had no significant differences between different genotypes on FSH — 8 gene (P >0.05) . The TNB
and NBA of the combined genotype ESR AA and FSH — 8 BB (AABB) were higher than those of other
genotypes (P <0.05 or P <0.01) in first parity, the TNB and NBA of the combined AAAB were the
highest among all genotypes (P <0.05 or P <0.01)in later parities. The association of ESR and FSH

— B gene with litter sizes were confirmed in the present study, however, the effects of ESR gene on

the litter size of Saba pigs were obvious different with the previous results.
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Note: 1 to 9 represent the electrophoresis images
of enzyme Pvull cleavage products for ESR gene
of different pigs, AA, BB and BB represent the
genotypes of ESR gene
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Fig. 1 Electrophoresis image of enzyme Pvu Il
cleavage products for ESR gene
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Note: 1 to 9 represent the electrophoresis images of the
PCR products for FSH- B gene of different pigs, AA,
BB and BB represent the genotypes of FSH- B gene
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Fig. 2 Electrophoresis image of the PCR
products for FSH- B gene
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Tab. 1  Genotype and gene frequencies of ESR and FSH -  loci in Saba pigs
SR A PNTe REARE G SRR
locus genotype number genotype frequency allele gene frequency
AA 45 0.0591 A 0.2576
ESR AB 302 0.396 9
BB 414 0.544 0 B 0.742 4
AA 587 0.7703 A 0.8747
FSH-B AB 159 0.208 7
BB 16 0.0210 B 0.1253
2 U ESR ERAFRERB K =(FH
Tab.2 Litter sizes of different genotypes for ESR gene in Saba pigs
-~ ¥ 7= first parity % 5% later parities
. FEAKL SSYRES S Rk HEARL SSYR R 8 Wk
genotype . . . . . . .
sample size  total number of born number of born alive sample size  total number of born number of born alive
AA 59 8.98" £2.52 8.37" +2.64 46 10.24* £2. 17 9.59" +2.59
AB 339 8.64* +2.50 8.28" +2.54 249 10.54% £2. 14 10. 11* £2. 34
BB 350 8.19" +2.60 7.72" +2. 64 278 10.07* 2. 03 9.37" +2.02
AERE N additive effect 0.394 4" 0.3269" 0.082 6 0.108 4
B PERL)N dominant effect 0.054 4 0.2371 0.3803" 0.6313™

TE: RPMRGBOETIRS LA, bR MRREFEE 2R AR E (P>0.05), WA RFEFEHEAZREE (Hh
INEF R P<0.05, REFRKHP<0.01), =K P<0.05, = xkP<0.0l, LL'FF,

Note ; Trait means in the same column are compared, which with the same letter are not significantly different (P >0.05) , but
with different letters are significantly different (the small and capital letters represent P <0.05 and P <0. 01 respectively) . The
symbol * and * % indicate P <0.05 and P <0. 01 respectively. The followings are the same.

R3 U FSH - g EE T REE R FH
Tab. 3 Litter sizes of different genotypes for FSH — 8 gene in Saba pigs

— ¥ 7= first parity £ 7 later parities
el R o e T ey
sample size  total number of born number of born alive sample size  total number of born number of born alive

AA 495 8.32" +2.53 7.88" £2.58 381 10. 217 £2.05 9.58" +2.27
AB 216 8.66" £2.63 8.19"" £2.66 170 10. 50° £2.27 10. 05" £2.44
BB 37 9.16" £2.41 9.00" £2.42 22 9.98" £2.03 9.48* +1.92

InPERE N additive effect 0.4215" 0.0597" 0.1189 0.048 7

WAERW dominant effect 0.078 6 0.2458 0.400 8 0.5260

%4 MU ESR 5 FSH - p KA HEE R4
Tab. 4  Litter sizes of different combined genotypes for ESR and FSH — B gene in Saba pigs

S ¥ 7= first parity % 7 later parities
genot;e FEAER FER E VS WE AT Sk FEAEYL BTV 3k TP 3k
sample size  total number of born number of born alive sample size  total number of born number of born alive

AAAA 37 8.78% +2.14 8.30"" 2. 64 28 10. 09 +2. 44 9.28"" £2.73
AAAB 18 9.11*" +3.27 8.17* £2.73 14 10. 88" +2. 30 10. 60** £2.33
AABB 4 10.25" +2.06 10. 00* £2. 16 4 9.00" +1.83 8.25" +1.26
ABAA 193 8.67% £2.41 8.33"% £2.42 145 10.38% +2.03 9.89™*" £2 31
ABAB 123 8.52% +2.68 8. 10" £2.76 93 10. 84 £2.29 10. 47**" £2.39
ABBB 23 9.04™ +£2.31 8.91*" £2.19 11 10. 18" +2.23 9.99™*F +2 12
BBAA 265 8.00" £2. 63 7.50% +2.63 20 10. 11* £2.01 9.38"*" +2.16
BBAB 75 8.79% +2.39 8.36" £2.51 64 9.93" +2.13 9.35"* 2 39
BBBB 10 9.00" +2. 83 8. 80" +3.08 7 10.21* +1.93 9.38"*" +1.78
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