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Indirect ELISA for Detection of Antibody against Swine Bordetella bronchiseptica

Using Recombinant fimD Expressed in E. coli
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Abstract: According to the Bordetella bronchiseptica fimD sequence (X75811) of GenBank, we
designed a pair of primer, and 1 098 bp DNA fragment of fimD was amplified from swine Borde-
tella bronchiseptica identificated in our laboratory. The acquired PCR products were inserted into
pET-28a and expressed in BL21(DE;). Results of Sodium docecyl sulfate-polyacrylamide gel elec-
trophoresis (SDS-PAGE) and Western blot assay showed that the fimD gene was expressed in
the form of inclusion body,and the recombinant protein was about 42 kD, and can react with the
swine antisera to Bordetella bronchiseptica. The fusion protein was purified and used as coating
antigen to develop the indirect Enzyme-Linked Immunosorbent Assay(ELISA). When using this
ELISA to detect 668 clinical sera, 30. 7% positive sera were detected. Parallel examination of the
same 102 serum samples was conducted by using the ELISA and micro-agglutination test(tMAT) ,
the result showed that the ELISA is more sensitivity than MAT.
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