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ABSTRACT BACKGROUND AND AIM: To study the correlations between pl6 gene methylation, Her-2 expression and
serum CA125 level in endometrial carcinoma(EC) and clinicopathological characteristics. MATERIALS AND METHODS: A
total of 38 EC tissues and 20 normal controls (NC) were analyzed.We studied the pl6 gene methylation by
methylation specific PCR  (MSP) and Her-2 expression by Envision method, and the preoperative serum CA125 levels
were checked by radio-immunity in all cases. The correlations of expression levels and EC clinicopathological
characteristic were studied. RESULTS: The positive rates of pl6 methylation , Her-2 expression and serum CA125 level
were 57.9% (22/38) ,60.5% (23/38)and 23.7% (9/38) , respectively, in 38 cases of EC, but were not detected in 20
normal controls, the difference was significant (P <0.05) . Methylation of pI6 gene, Her-2 expression and serum
CA125 level were all statistically related to clinical stage of EC in test group(P < 0.05), methylation of pI6 gene and
the level was statistically related to histological grade(P < 0.05). Serum CA125 levels were statistically related to pelvic
lymph node mestastasis( P < 0.05) ,the 3 indexes were all statistically related to the depth of tumor invasion(P < 0.05) .
Spearman correlation revealed there was a statistically positive relationship between Her-2 and serum CA125 level (P =
0.048)and negative correlation between methylation of pl6 gene and Her-2 expression(P =0.026). CONCLUSION: The

measurements of pl6 methylation, Her-2 expression and serum CA125 level may reflect different behaviors of genes

2008 - 09 — 27 2008 - 1111
( 2006 129 )
(1972- ) I (. | |
Tel: 0754 - 88555844 — 1197 E — mail: zlyyzl @126. CARCINOGENESIS  TERATOGENESIS & MUTACENESIS 0

4 1




Q
O
£

Vol . 21

No.2

and tumor markers at different stages of tumor pathogenesis. They may be useful tools for providing information about

the malignant degree,prognosis, and may guide postoperative treatment for patients with EC.

KEY WORDS endometrial carcinoma
(endometrial carcinoma EC)
EC
DNA PCR (methylation specific PCR,
MSP) 38 EC 20 (normal
controls  NC) pl6
Envision Her-2
CA125 3
1
1.1 33 EC 20 NC
2006 1 2007 6
-70 C
DNA 38 EC 46 ~ 67
53.25 1988  FIGO
G, 10 G, 26 Gs 2
29 =12 14
1989  FIGO I 22 n 7 I
7 NV 2 20 44-~04
( 5 10
)
1.2 DNA
( ), (Sigma )

Wizard DNA Clean -Up System (Promega A7280)

(

R-0196 ) CAI125 (
18128704) ; PCR ( eppendorf
Mastercycler gradient), CA125 (
Ecl2010)
1.3 pl6é (MSP )
DNA 2 ug DNA
50 w1, 2 mol/L NaOH 5.5 ¢l
( 0.2 mol/L), 37 C 20 min
30 #1 10 mmol/L ,
520 ¢l 3 mol/L (Sigma)
50 C 16 h

CARCINOGENESIS , TERATOGENESIS & MUTA GENESIS ‘ 0

142

pl6 Her2 CAI125 methylation

DNA

DNA
15 min
3
) 70%
20 ¢l
[1] pl6

200 #1

DNA

Wizard DNA Clean -Up System

50 #1

5.5 1 3 mol/L
10 mol/L

DNA(- 20 C

TE
NaOH
33 pl

-20 C

57- TTATTAGAGGGTGGGGCGGATCGC-3~  5°-

GACCCCGAACCGCGACCGTAA -37;

5°-TTATTAGAGGGTGGGGTGGATTGT-3~

AACCACAACCATAA-3",
CpG

150 bp 151 bp

, 57- CTGCCGTTTTGCGTAGGAC-3"

GTACAGGGATAGCAC-3",

57-CAACCCCA

pl6

?

B-actin

57-AGGC
428 bp

PCR 50 11 10x PCR Buffer 5 11
25 mmol/L dNTP 2.5 1 10 mmol/L P1/P2
(PI6MF/R  P16UF/R) 1 ¢l 38.5 ¢l
DNA 2 ¢ 2.5 U Taq 1 pl
DNA DNA
95 °C 5min 95 C 30 s 55 C
30 s 72 C 30 s,35 72 C 10 min 4 C
8 ¢l 1.5%
(100 V 20 min)
1.4 Her2
Her-2
, , 10 ,
100 \
< 10% (=) > 10%
(+) > 10%
(++) >
10% (+++)
1.5 CA125 ( ) 58
CA125
<35 mIU/L
1.6 SPSS 13.0
EC Xz



21 2
Spearman
2
2.1 MSP pl6 CpG
DNA  1.5%
Ase/ A sso 1.5~1.8 MSP
1 B-actin ( 1A)

(M) (U) 150 bp 151
bp( 1B) 38 EC pl6 12
(31.6%) 10 (26.3%)

16 (42.1%) 20
(0/20)

(P<0.05)
2.2  Her2 Her-2
2 38 EC
Her-2 39.5% (15/ 38)
60.5% (23/38) 20 Her-2
o - ;.‘,.v.;}:‘?"hé_*":;.{
il ‘:‘ﬂp ¥ -wf’:" !‘-“4
Y "{‘\::‘;’s;h:;;;;%;“
<, '- &
ca S 2L 00
e
STl e
’ i";m.}"&! # "",'.41?".'}??; ]

Gy s Tl o G 8
AN T Y A(:i e
2 Her2 (x400). A Her-2

Figure 2 Immunohistochemical staining for Her-2 protein expression( x 400) .
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Figure 1 The methylation results of the CpG islands of pl6 promotor
by MSP.1T, 15T, 20T: EC tissue; 24N: simple hyperplasia tissue;

C: normal endometrium tissue. A: P-actin; B: pl6 gene, M:
methylation; U: unmethylation; 20T: some methylation; 1T: complete
methylation; 15T 24N,C: no methylation.
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Table 1 Correlations between

pl6 methylation
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positive rates of pI6 gene methylation,Her-2 expression, serum CA125 level and clinicopathological characteristics
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