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An New Method of Identification on Edible Lycium Linn. Germplasm Resources
SHI Zhi-gang et al
Abstract [ Objective | The study aimed to identify Lycium Linn. at molecular level. [ Method | The ntDNA ITS sequence of 5 edible Lycium
Linn. germplasm resources were investigated. [ Result | The nr DNA ITS regions of five edible Lycium Linn. germplasm resources were se-

nrDNA ITS Sequencing
(Ningxia Wolfberry Engineering and Technology Research Center, Yinchuan, Ningxia 750002 )

quenced. The whole sequences varied from 628 bp to 632 bp, with the average length of 630 bp. Total 79 variation sites were observed in the se-
quences, which accounts for 12.5%. [ Conclusion | Sequence analysis based on nrDNA sequencing provides a new approach to identify edible

Lycium Linn. germplasm resources.
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Table 1  The length and (G +C) content of five edible Lycium Linn resources
Sk 1TS1 5.8S 1TS2 1TS
/J\ |~ |~ |~
Name KB //bp L) /o K // bp LY e KB //bp e e KEE/bo (oL ey /e
e Length  (G+C)/% Lengh (G +C)/% Length  (G+C)/% Lengh (G +C)/%

Tl B 252 68.3 154 55.8 225 69.3 631 65.6
Ninggi No. 1
TR¥E1 S 253 69. 1 154 55.8 225 68.9 632 65.8
Ninggicai No. 1
o [ A 251 68.5 154 55.8 224 67.0 629 64.9
Chinese wolfberry
At kA AsFh 251 69.0 154 55.8 225 69.8 630 66.0
Northern wolfberry
A FAT 250 59.6 154 52.6 224 62.1 628 58.8
Mansheng wolfberry
SEY{H Average 251 66.9 154 55.2 225 67.4 630 64.2
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Table 2 The characteristics of ITS sequences in five edible Lycium

Linn resources

J¥ 5 TRSFALRL /% AR SR I, /) % S/

Sequence Conserved site Varied site ™
ITS1 210/253(83.0) 43/253 (17.0) 3079
5.88 145/154(94.2) 9/154(5.8) 6/3
1TS2 198/225(88.0) 27/225(12.0) 23/3

4K Total length 553/632(87.5) 79/632(12.5) 59/15
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Fig.1  Phylogenetic tree among the edible Lycium Linn re-
sources based on nrDNA ITS sequence
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Fig.2 Osmotic adjustment ability of different wheat cultivars
under salt stress
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