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Applications of RAPD in Wheat Molecular Breeding

LI Jing-wen et al
Abstract According to the concrete problems in the application of RAPD technique in wheat molecular breeding, the latest development and

(Biotechnology Research Institute, Gansu Academy of Agricultural Sciences, Lanzhou, Gansu 730070)

application in several aspects were reviewed, such as wheat genetic variation analysis, the marking and orientation of interest gene, detection
of extrinsic chromosome, identification of breed, construction of genetic map, genetic relationship and genetic diversity of related species,

which offered useful references for correlative research on wheat molecular marker assisted selection.
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