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Aostrat [ (jective] The a mwes t exdore the methodfor i dertifying the darts with high andlowaractylod n cortert and provide the theoreticd bads
for screering the Hgh cortert atradtyiodn seedings . [ Method] The aracylodn cortert of 100 atractylodes indivi duds from M. Moshan wes teded and
andyzed, in whch 3 individuds wth high aracylodn cortert and 3 indviduds with low aracyl od n cortent were selected and their totd DNA were used
for the aracylod n associated RAPD research. [ Resut] The priners BL6 (5- TTTGOCCGGA 3 ) and F15 (5- CCAGTACTCG 3) could didi nguishind-
viduds with high aracylod ncortert fromthe indviduds wth low ones and the 3 indviduds with high atracodn cortert and 3 indivi duds vith low ones
were andified ud ngthe 2 i ners . The resut showed thet the specific bands of the Hgh cortent atractyiodin strairs exided orly in the aractylodes ind-
viduds with high aractylodn cortert and that of the lowcortert aractyodn srains existed oy inthe aractylodes indivi duds wth low aractylod n con
ternt . [ Concluson] Ths research found the Hgh cortert or low cortert atracylodin associated mdecdar narkers successfuly .

Key words  Aractylodes ; Atractod n cortert ; RAPD narker

( Rizonma aradyodis) , 100 , ,
( G npositee) ( Arectyloces DC.) ( A. , ,30
| ancea( Thunb) DC ) ( A. chrersis( DC.) Kadz.) DNA ,
[ 1 1.2
( A. lancea( Thunb) DC ) 12 121 -
B , 100 (el 3
(3 3 , DNA -
) RAPD
, e 122 - RAPD
: B (1 DNA Paerson [
(4 , CTAB DNA DNA
[5] DNA
y y © 20 y
, DNA 0.8% 40 mn
’ DNA
(6] (2) RAPD RAPD ,
( BSA ) [10]
, , DNA , DNA ( DNA pod)
, RAPD DNA RAPD
(7] 100 PCR PE 9600 PCR ,
, 20.0 Wl , 2.0 10 x PCR bufer ,2 .0 dl 25
RAPD , mnd/ L Myd, ,1U Tag DNA , 30 ng DNA 0.8
, 10 ynul/ L 0.3 Y 10 nmol/ L dNTRs
A 3 mn;%4 45 s ,38
11 2006 4 : , 30s,72 90 s ,40 ; 72 5 mn 4
PCR 14% 1.5h,
( BK2005206) ; (EB
( BM2006104) ’
(1983 - ), :
: : * B 2 - RAPD
wubaocheng2015 @ 163 .com
,100

2008-06-06



RAPD 10369

0 .233 %!®
: 3 (
0.496% 0.464% 0.44%) 3 (
0.042% 0.046% 0 .049 %) -
RAPD
22 RAPD
,  RAPD

12  RAPD
BL6(5 - TTTGOCCGGA 3 )

PCR

, 800 bp( 1);

F15( 5 - CCAGTACTCG-3)
. 600Dbp( 2 2

1 000 bp
800 bp
500 bp
M 100 bp ladder DNA i DNA
2 DNA ; 2 A
DNA ; B
DNA

Note :M.100 bpladder DNA narke ;Lane 1.DNA pod for high contert
of dractylodin ;Lane 2 .DNA pool far lowcortert of atractylodin;
Arow A shows the specific band of DNA pool for high cortert of
atractylodin . Arrow B shows the spedfic band of DNA pool for low
cortert o atractylodin.
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