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Estadishnent and Opti mization d 1SSR PCR Readi on Systemand Genone DNA of Dscdor dnquedl Herb

LUO Yweji et d (Irstitute of Life science and Botechrology , Boerergy and Bonaterid Research Certer , Huinan Unversity , Ghangsha , Hunan 410082)

Aostradt To edaldish and opti nize ISSR PCR sydemof Osda dnquddl Hrb according to the ISSR PCR characters of Dscda dnquefdl Herb the
effeds of ISSR PCRs wes exanined with selected pri ners and differert concertratiors in the ISSR-PCRs ,and the reliade 1 SSR PCR systens for Oiscdor
d nquefdl Herb popuaions wes estaldished through the andyd's of the reasors for occurrernce of dfferentid bands and opti niizi ng readtion conditiors . The
opi nd ISSR PCR sydtemin DOsoda dnquddl Hxb was reported for the first ti ne ,and 25 4 ISSR PCR systemcortained 1 x Tagq bufer ,1 U Tag DNA
polynersse 2.5 nmd/ L Myd,,0.25 nmol/ L dNTP ,0 4 pnd/ L @i ner and 20 30 ng terrdate DNA . The appropri ate anneding tenperature wes anong
50 56 .ISSR PCRs were significartly irfluenced by Tag DNA polynerase jterrdate DNA quantity and anneding tenperature ,concertratiors o I\Ay2+
and dNTP ,ec . The ISSR PCR systens ,whch were egadished in this paper for study ng Discolor Anguefoil Hrb ,codd provide clear reliade abundant
paynorphisns nolecdar narkers and were suitalde for studying popuation acthertication and population nolecdar ecogy of Dsoda Gnquefdl Herb .
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