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doring and Sequerce Andyds of Ma 14-3-3d Brod g a Hondogue 14-3-3 Pradn from Barara

LI Md-yirgetd (Irditue of Tropgcad Hosdence and Botechrology ,Chinese Acadeny of Fodcd Agicuturd Scierces , Hikou , Hinan 571101)
Astract [ (gective] The amof the studyis to clore and andlyze the gere encoding 14- 3 3 proteinfrombanama .[ Method] Together with PCR amdlifi-
caion,RACE (rapd andificaion of ¢ DNA ends) techrique vas e ndoyed to clore 14 3 3 gere fro mbanara ;then the anplified sequence vas sequerced
and honologicdly andlyzed [ Result] A newcDNA honologous with 14-3 3 protd n gernes vere oltained by RT-PCR and RACE ( rapd angification of
cDNA ends ) approaches . The ful length of tHs cDNA was 866 bp encoding 197 amino acids . Aignnert of deduced anino ad d sequence vith those from
other darts reveded that the ¢ DNA shared high honology with 14 3 3 protei n genes fro mother darts ,and wes designated s Musa acuminata 143 3 gere
( Ma1433d) .Pnylogenetic andysis rewveds that Ma-14-3-3d hes doser geretic relaiorship with those from nonocotyl edon species thanthose fromoth
er species .[ @reluson] Ma14-3-3d belongs to the sane lineage of 14 3 3 from nonocotyledon .
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At GFl4onega, AAADG253 ; 1433z ,L28964 ; 14-3- 31 ,ER397607 ; 14 3-3 epsilon , ARB3478 ;
14-3-3c-2 ,BAD12172 ; 14-3-3e , AJ276594 ; BW NL,BABL1739 ; TFT3,P3209 ; ZmGF14- 6 ,PA9106

Note : The correspond g species for accesson nunter inthe figure ae asfollows . Arabi dopsis At GF14omega, AAAD6253 ; Huren 1433z, 128964 ;Lily 14-3-3-1
EF397607 ; Mbusel4-3-3 epslon ,AF83478 ; Dbhacco 14 3-3c-2 ,BADI2172 ;Rice 14 3-3e ,AJ276594 ; Wheat TaW N1, BARL173 ; Toneto TFT3,PO3209 ;
Mize ZmGF14-6 ,P49106 .Hack area dendtes hghest hondogy of amrp acid sequerce ,gray area denotes higher homdogy o aniro acid sequence .
4 Ma14-3-3d 1433
Hg4 Treresdts d mitiple sequerce dignnert anorg putaive amiro add sequene d Ma14-3-3d and aniro add sequerncss d 14 33 praers
fromaher darts ,hunan and nouse
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