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Prokaryotic Expression of Pseudomonas aeruginosa Lipase Gene

ZHANG Yu-xing et al
Abstract

Lipase gene was amplified by PCR from the genome DNA of pseudomonas aeruginosa, and its nucleotide sequence was determined. The pro-

( College of Agronomy,Hainan University , Danzhou, Hainan 571737 )
[ Objective | The aim of this study was to investigate the prokaryotic expression of pseudomonas aeruginosa lipase gene. [ Method |

karyotic expression vector of Lipase gene was constructed by the gene recombination technique. The protein expression was induced for 4 hours
by IPTG with the final concentration of 1.0 mmol/L, and then SDS-PAGE electrophoresis was analyzed. [ Result ] The sequence of mature
peptides in lipase gene cloned from pseudomonas aeruginosa had a 99.36% homology with that of pseudomonas aeruginosa lipase submitted in
NCBI, so the prokaryotic expression vector of lipase gene pET32a-Lip was successfully constructed. Furthermore, the results of SDS-PAGE e-
lectrophoresis showed that the target gene was expressed highly and effectively. [ Conclusion ] The cloned pseudomonas aeruginosa lipase with

its signal peptide can be normally expressed in Escherichia coli and also used for further study.
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