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Discovery of New Mutation Points in Chicken MC4R Gene

TAO Yongetal (College of Animal Science and Technology, Yangzhou University, Yangzhou, Jiangsu 225009 )

Abstract  [Objective] The research aimed to provide reference for further study on chicken MC4R gene and its molecular breeding. [Method]
DNA was extracted from chicken blood by using saturated hydroxybenzene/ chloroform method. And the single nucleotide polymorphism of MC4R
gene in Jinghai yellow chicken was analyzed by using the methods of PCR-SSCP and DNA sequencing. [Result] The PCR products were analyzed
by SSCP and 2 pairs of primers showed the polymorphism. Two kinds of genotypes (AA type and AB type) were obtained from primer A and 2
kinds of genotypes (CC type and CD type) were obtained from primer Z. The comparison results between the sequencing results and the reported
MC4R gene sequences showed that 2 single nucleotide polymorphic loci were found. The polymorphic loci in the amplified sequences of primer A
was caused by point mutation from G to C at 662 bp and that in the amplified sequences of primer was caused by inserting one C base at 733-734
bp. [Conclusion] In this study, pure genotypes BB and DD were not detected, which was probably related with the molecular marker method used

in the breeding of Jinghai yellow chicken.
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Fig.1 PCR-SSCP detection result of MC4R gene A primer
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Note: a, b. Ovary mast cells; c. Ovary H. E staining; d, e. Mast cells in fallopian tube; f. H. E staining in fallopian tube.
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Fig. 1 Morphological structure of mast cells in ovary and fallopian tube of bullfrog
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