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Tab 1 The relationship between the HLA — E gene and allo — HSCT effect
Immuno - reconstitution ~ Autologous recovery
Engraftment aGVHD
Group n c¢GVHD at sixth month or relapse of

rate (II -V grade) ) )

post allo - HSCT malignant diseases
HLA - E matched 9 8/9 2/9 4/9 2/4 1/9
HLA - E mismatched 13 12/13* 3/13* 6/13" 3/8" 2/13"

* P >0.05 vs HLA - E matched group.
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SR RIERR D, MR IER ISR IR & I B 4 R B 55
SLIREESE, BRT S A A, HLA - A - B, - DR 2 q HSCT
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-B.-DR £AH& ) allo - HSCT i il o, T FE =k T B LA -
& GVHD & ZRAAE 23% , 184 GVHD 3% 50% , 327~ 7]
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-Ia 555 iKk%5 63 HLA - E % 4L B RMA - S 41, {E R 3
FER AW BRI SR AT, JI3% NK - CTL =4 1 40 f 8 36
A, KE4> HLA 43 F5eF a0 HLA - A, - B, - D, - F,
-G, -HEEHES NK - CTL K412 15 1, %% HLA - E -
RMA - S #iiffi, /&R 4> HLA 43 TSRk HLA - C, - E &4
fEY5S HLA - E - RMA - S #Hifi i >4 NK — CTL 340, 3

fEF5 HLA - E M TR, @K% HLA - C XIBHBER
WIS, it %% HLA - A, - B, - DR 414  allo — HSCT.
HLA - C S, S AR—EM A&, Wi HLA - C RA& B A S 30GR 7Y
Hom 181 GVHD' | AT B i A SL IR 45 SR A M o
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