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Abstract: In order to research and protect Oracle—bone Inscriptions better,a DNA coding method suited to DNA computer was
designed;and a sticker DNA algorithm of Oracle—bone Inscriptions retrieving was proposed.The coding method of to-be-retrieving
Oracle —bone Inscriptions and the standard Oracle —-bone Inscriptions library was complementary,so the bio—chemical operations
could execute better.The simulation results indicated that the algorithm was feasible and validated.
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YEH LS DNA AU B —AM)

RSO H B SCPRIEIE EAT DNA 9, XL Z2RERS AT
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2 K DNA Bl

TERTNG DNA BLAI v B 5 AUEE DNA 4 F3E 14mis , 537
PR TAEGEH AR 0 Al 1, FERIMGERIAA A D TR
A7 R SRR N2 R A 77 B O o AR — N n DA
AN FHEL R A SAE DNA 73, MR NFHERLE m M
o BRI EE S m AR I, 1T H AR ) S5 A
i P B H— AT BET I Watson—Crick HAMER . Y — M F
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(RIS A EA— AR o

R 3 R R . #REE RSP HIZSRARZS, L
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P, =TTACACCAAT, P, =CCTACAATTC;

P,=CCAACATACT, P,=ACCTAATACT;
P,=TCCTCTAACA , P,=CCCTACAATC;
P =ACTCCACTTA, P, =TTATAACTTC;

P,=AACCACAAAC, P, =CAATACCACC;
P, =CCAATAACCT, P, =ATACACTTAC;
P,=ACCCCAATAA, P, =CTCATACTAC;
P,=CTATTTCACC, P,=TATTCTCACC;

P,=ACACCTAACT, P, =ATCAACATCA;
P,,=CTATTCTACT, P,y =CCTTTACCTC;
P, =ATCTTTCCCC, P, =AAATAACATT;
P, =TCCATTTCTC, P, =CACCCCTATA ;

P, =TTCCATGGGA P ,=GGAGACAGAT,
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FE SO Rt — MK 140 LR DNA BRATESZMAG .
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P17 AR e i

I 1 R0, SREE A 1.2.12.13 530FAHAE, HOX 2 81
GHRSEL P, (j=1,2,12,13), Ho A4 R SIS P (j=3.4.

e 1) BRI 2 TR () WP SCF , TR RS P =
ITTTTTTTTT, “ A" 58 DNA 4if>4 : TTTTTTTTTTTTACACC-
AATCCAACATACTCCCTACAATCTTATAACTTCCAATACCAC-
CATACACTTACCTCATACTACTATTCTCACCATCAACATCAC -
CTTTACCTCAAATAACATTTCCATTTCTCTTCCATGGGA o

HEHRT R = A Bk B SR bRE 5 E SE TA T , 455
H SRR E (R AV DNA G085 K5O — A Kk
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ENGI

5 RAEEN B P RSO Tk, IR T
AT P ILLFRAEALALTR, FIUFR 3.1 7T i R i A

37 R DNA (AL ARET W ST, P
SO AT

BRI SICTRER, WRZS ARG P, ) DNA KMt
GEE p, ), BV B A T T AN TR A p, 5 25 R B
$ SIS, MRS IZRES H P ) DNA $MBGEAE p. ).
0, 5 55— SR 11 SO AE DA B SRl B — A
SRS p) =AATGTGGTTA . SXEERIAITS 75 AL 1FEDS
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T) MG )% BORE T) 0 DNA SEFTHE0E 2 R k
HYREIG DNA S0E T
Retrieving(k )
{
Separate+(Ty,2,13) and —(Ty,2,13) /3, N5 2 Mt
1 13 MITTHITEEIRZS 5 code (k) IR AL BCIR ZSAH IR .
if(+(7,,2,13))
{
T=+(T,,2,13);
Read(T,) ; /3 T, # i DNA 8, $k B xR 89305
}
else
{Separate +(T,2,13)and —(T},2,13);//H, W5E 2 AMioE
L 13 MITCHITEEIRZS S code (k)RR ERIR AT .
if(! +(7,,2,13))
{
Ti=loint( P, ,code (k) ;//BHEPI A DNA §%.
T1=Merge( T,,Ts) ://5{%‘ k j]l]]\@]?’—_{ﬁ B,
}
else
Read(+(7,,2,13));
}
)
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F code (VERBEHIE 2 R B2 EBMZ L L@
I SR B R N R B IR T4 T, B DNA 4t 4% T, b
) DNA IS IREZBIN S R B A2 BT 5T A AT
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ZRICHE Visual C++6.0 IR T IFL T — A EH M,
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Bz Bt bR AL B S 4% a0 F : AATGAGG-
TTAGGTTGTATGAGGGATGTTAGAATATTGAAGGTTATGGTG-
GTATGTGAATGGAGTATGATGATAAGAGTGGTAGTTGTAGT —
GGAAATGGAGTTTATTGTAAAGGTAAAGTGAAGGTACCCT,
VL bR gmi Ve A N TR 3 R R A SRR (] 3).
I 3 551, TEFRETE A PR T A ERyScs
AHAF IO S, X7 DNA 457 : TTTTTTTTTTTTACACCA-
ATCCAACATACTCCCTACAATCTTATAACTTCCAATACCACC —
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