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Abstract

AIM:To investigate the effect of DNA microarray in detection of
hepatitis B virus (HBV), hepatitis C virus (HCV) and HBV
YMDD mutants.

METHODSHBY and HCV in 40 serum samples were detected by
mixed microarray and quantitative determination method
as well;20 serum samples from patients with hepatitis B
treated with lamivudine were detected by microarray loaded
HBV YMDD mutants gene, and were simultaneously tested
with mismatched PCR and DNA sequencing for comparison.

RESULTS:The coincident rate of mixed microarray and
quantitative determination of HBV DNA was 85 % (34/40).
The detectable rate of HBV by mixed microarray was 83 %
(19/23); 2 of 17 samples showed false positive reaction.
The coincident rate of mixed microarray and HCV RNA
guantitative determination was 85 % (34/40). The detectable
rate of HCV by mixed microarray was 58 % (7/12). One of
28 samples showed false positive reaction. The coincident
rate of HBV YMDD mutants microarray and mismatched PCR
was 70 % (14/20).Mixed infection of wild and mutant HBV
or different mutants were detected by microarray.

CONCLUSION:Mixed microarray has high sensitivity and low
non-specificity in detection of HBV,but has lower sensitivity and
higher specificity in detection of HCV. Detection of HBV YMDD

mutants and mixed infection with microarray had higher
sensitivity and specificity.
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