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Abstract

AIM: To observe the variation of viral load and characteristics
of within-host dynamics in patients with chronic hepatitis
B virus infection without receiving antiviral therapy.

METHODS: Serum was collected consecutively from 3
patients with different clinical phenotype, ALT and total
bilirubin were determined, and HBV DNA was measured
by quantitative TagMan fluorogenic PCR.

RESULTS: Spontaneous fluctuations of HBV DNA load were
observed when measured daily, weekly and monthly in
our untreated patients with chronic HBV infection, but there
was no determinate correlation between HBV DNA loads
and ALT values.

CONCLUSION: The spontaneous fluctuation of viral load in
untreated patients with different clinical phenotype displays
some characteristic patterns. Here we propose a PID pattern
for host feedback to virus using population quantity of HBV
as variant, which may be used for the prediction of virus-host
ecological evolution in persistent HBV infection.
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