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Abstract
AIM: To identify and analyze rat homologous gene to hu-
man hepatitis B virus (HBV) pre-S1-binding protein (PS1BP)
coding gene.

METHODS: The human PS1BP was screened and identified
from a hepatocyte expressive cDNA library by phage display
technique with purified recombinant pre-S1 protein of HBV
as the solidified matrix. The nucleotide sequence database
GenBank, established by National Center for Biotechnology
Information (NCBI), National Library of Medicine (NLM),
National Institute of Health (NIH), was searched for rat
cDNA sequence homologous to human PS1BP cDNA by
BLASTnN tools online. A homologous cDNA sequence was
identified as the rat PS1BP cDNA. The similarity and identity
of rat PS1BP cDNA and amino acid (aa) sequences to human
and mouse PS1BP genes were compared. The potential func-
tional domains were predicted by online analysis tools.

RESULTS: The human PS1BP cDNA was identified by phage
display technique. The rat PS1BP cDNA was identified by

bioinformatics methods. The rat PS1BP cDNA consisted of
1 455 nt, and encoded a protein of 484 aa. The identity of
rat PS1BP protein to human and mouse PS1BP proteins
was 80.79% (391/484) and 92.98% (450/484), respectively.
In the rat PS1BP protein sequence, several potential modi-
fication domains were identified.

CONCLUSION: Rat PS1BP cDNA and protein primary se-
quences are identified and analyzed.
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PS1BP GenBank
AY535002. 80.79%
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ATGGCTGCGGGTAGTAACAGAGGCGGTGATAAGCGCGGCTCGAAA
M A A G S N R G G D K R G S K
AGCCAGGCGGACTCTAACTTTCTGGGGCTGCGGCCCACCTCGGTG
S Q AD SNF L G L R P T S V
GATCCCGCTCTGAGGCGGCGGCGGCGGGGCCCCAGAAACAAGAAG
D P ALRIRIRRIRGUZPRN KK
CGCGGCTGGAGGAGGCTCGCTGAGGAGCCGCTGGGGCTAGAGGTA
R G WRIRLAEEWPL G L E V
GACCAGTTCCTGGAAGATGTACGGCTACAAGAGCGCACGACCGGT
b Q F L EDVRL QEWRTTG
GGCTTGTTGGCAGAGGCCCCAAATGAACAGCTCTTCTTCGTGGAC
G L L A EAPNEIOQL F F V D
ACTGGACTCAAGAAAAAAGAACCACGCAAGAAGAGGACCTGGGTC
T 6 L K K K EPRKIKIR T W V

CAGAAGAAGTCAAAGCATCTCCAGAAACCCCTACGGGTTGACCTT
Q K K S K H L Q K P L R V D L
GCCCTTGAGAATCATTCTAAGATCCCTGCTCCCAAAGACATCCTT
AL E N H S K 1T P A P K D I L
GCACACCAGGTCCCCAATGCCAAAAAGCTCAGGCGAAAGGAGGAG
A°H Q VP N A K K L R R K E E
CTATGGGAGAAACTGGCAAAGCAGGGAGAGCTGCCCAGGGATGTG
L wEKULAIKQGE L PR DV
CGCAAGGCACAGGCCCGGCTTCTTAACCCTCCTGCACCAAAGGCC
R K AQ A R L L NP P A P K A
AAACCTGGGCCCCAGGATATCATTGAGCGGCCCTTCTATGACCTC
K p G P Q D1 I E R P F Y D L
TGGAACCCAAACAATCCTCTGGATAAGCCTTTGATCGGTCAGGAT
W N P NN P L D K P L I G Q D
GCATTTTTTCTGGAGCAGACCAAGAAGAAAGGTGTGAGGCGGCCA
A F F L E QTK KK G V R R P
CCACGACTCCACATCAAGCCTTCCCAGGTGCCTGCGGTGGAAGTG
P R L HI K P S Q V P A V E V
ATTCCTGCGGGAGCCTCCTACAACCCAACCTTTGAAGATCACCAG
Il P AAG A S Y NP TF E D H Q
GCCTTGCTTCTAGAGGCCCATGAGGTGGAGCTGCAGCGTGAGAAA
A L L L EAHEV E L Q R E K
GAGGCAGAAAAGCTGGAGCGACAGCTGGCCCTGCCCACTGCAGAG
E A E KL E R QL AL P T A E
CAAGCTGCTACCCAGGAGTCCGTGTTTCGGGAGATGTGTGAGGGC
Q AA T Q E SV FREMTZCE G
CTGCTCGAAGAGTCTGAGGATGAGGATGGGCCAGGCTGTGCTGAG
L L E E S E DED G P G C A E
CAGCCAGAGGCTGACGATGGGGCCACTGAGACCTCACCCACTGGT
Q P E A DUDGATETS P TG
GCTGCTGGTCCTGAGAAGAGGATGGAGAAGAAGACAGAGCAGCAG
A°A G P E KR M E K K TE Q Q
CGGCGGCGGGAGAAGGCTGCTCGCAAGCTGCGGGTGCAGCAGGCT
R R R E K AARI KL RV Q Q A
GCACTGAGGGCAGCCCGGCTTCAGCACCAAGAACTCTTCAGGCTA
AL R A AR L QH Q E L F R L
CGTGGGATCAAGGCCCAGGTGGCCCGGAGGCTGGCAGAGCTGGCA
R 6 I K A Q V A R R L A E L A
CGCCGGAAGGAGCAGCGGCGCATACGGCGACTGGCAGAGGCTGAC
R R K E Q R R 1 R R L A E A D
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K P R R L G R L K Y Q A P D I
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D v Q L S S E L S D S L R K L
AAGCCAGAAGGTAACATTCTCCGAGACAGGTTCAAAAGCTTCCAG
K P E G N I L R DRF K S F Q
AAGAGAAATATGATTGAGCCCCGGGAACGAGCCAAGTTCAAGCGC
K R NM I E P R E R A K F K R
AAATACAAAGTGAAGCTGGTGGAGAAGCGGGCTTTCCGCGAGATT
K'Yy K VvV K L V E KR A F R E I
CAGTTGTAG
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(TKK) 431-433 aa(SIR); 4 I
6-19 aa(SgaD) 28-31 aa(TsvD) 250-253 aa

(TfeD) 305-308 aa(SedE); 4 N-
4-9 aa(GSnrGG) 24-29 aa(GLrpTS) 75-80 aa
(GGIIAE) 322-327 aa(GAteTS); 6 94-

110 aa(KKkeprkkrtwvgkksk) 95-111 aa(KKeprkkrtwvg
kkskh) 340-356 aa(Kteqqr rrekaarklr) 384-400 aa
(RRIaelarrkeqrrirr) 396-412 aa(RRirrlacadkprrigr) 451-
467aa(KRnmieprerakfkrky); 2 35-50 aa
(RrrrrgprnkkrgwrR)  346-412 aa(Rrrekaarklrvggaalraar
Ighgelfrirgikaqvarrlaelarrkeqrrirrlaecadkprr IgR); 1

260-318 aa(Eahevelgrekeaeklerglalptaegaatq
esvfremceglleesededgpgc aeqpE).
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