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Abstract

AIM: By analyzing the gene expression profile in the re-
generated liver tissue, to study the molecular mechanism
of liver regeneration disturbance induced by monosodium
L-glutamate (MSG) in rat.

METHODS: Both rats (control group) and MSG-rats (model
group) were operated to excise the left and middle lobes
of liver (about 68% of all the liver) 6 weeks after birth. The
rats were executed at 5th day after operation, and the
regenerated liver tissues were frozen by liquid nitrogen. A
gene chip with 1176 genes was used to detect the differ-
entially expressed genes in the regenerated liver tissue.
MRNAs were extracted from the regenerated liver tissue
and 33P labeled cDNA probes were prepared by RT-PCR.
The probes were hybridized with the gene chip. The data
were analyzed with Microsoft Access and Excel to deter-
mine the differentially expressed genes.

RESULTS: In the 1176 examined genes, there were 256
differentially expressed genes in model group in contrast
with control group, with 40 genes up-regulated and 216 gene

down-regulated. Among them, there were 10 genes asso-
ciated with cell receptors, 15 genes associated with
transcription, 9 genes associated with cell adhesion
receptor, 98 genes associated with metabolism, 9 genes
associated with post-translational modification/protein
folding, and 11 genes associated with protein turnover.

CONCLUSION: The gene expression profile of the MSG-
indcued liver regeneration is significantly different from
partial hepatectomy-induced liver regeneration in rat.
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