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Pre-merged Repeats Masking-off Method

in DNA Fragment Assembly

CAI Kui, YANG Jin-cai
(Department of Computer Science, Huazhong Normal University, Wuhan 430079)

Abstract This paper proposes a pre-merged repeats masking-off method by studying repeats analysis in DNA fragment assembly. The method can

recognize and merge the different shotgun fragments owning the same overlap substring by scanning the shotgun set, and mark the position of the

repeats and masking-off them before DNA fragment assembly. Simulations show that the rate of false repeats recognition with the method is

descended, and CPU time of DNA fragment assembly is reduced because of pre-merged method.
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