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Table 1 In vitroreaction of GH3 proteins in Arabidopsis with auxin

GH3 ( AA ) ATP

YDK1/GH3.2 IAA, IPA, PAA,NAA IAA-Met, -Trp -

GH3.3 IAA, IPA, PAA,NAA IAA-Met, -Tyr, -Asp, -Trp -

GH3.4 IAA, IPA, PAA IAA-Met, -Tyr, -Trp -

GH3.5 IAA, PAA IAA-Met, -Tyr, -Trp, -Glu, -Asp, -Phe -

DFL1/GH3.6 IAA, IPA, IBA, PAA IAA-Met, -Tyr, -Trp, -Glu, -Asp -

JARL/FIN219/GH3.11 JA JA-Val, -Leu, -lle, -Phe +

GH3.17 IAA, IPA, IBA, PAA, NAA IAA-Glu, -Met, -Trp -

JA  ACC JA-ACC(Wang et al., (Kelley et al., 2004)
2007)
90%  IAA 2.2 GHS3
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L 2 1
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Table 2 Research progress on mutations of GH3 genes in plants
(LOR) ©B
GH3.1 (Arabidopsis thaliana) LOF IAA Stasw ick et al., 2005
YDK1/GH3.2 (A. thaliana) LOF: IAA
OE: Takase etal., 2004;
, Stasw ick et al., 2005
AtGH3a/GH3.5/WESL (A. thaliana) LOF:. I1AA Stasw ick et al., 2005;
Zhang et al., 2007;
OE Park et al., 2007
DFL1/GH3.6 (A. thaliana) OE ., AA Nakazawa et al., 2001;
, IAA-Asp Stasw ick et al., 2005
GH3.9 (A. thaliana) LOF: ., AA Khan and Stone, 2007
JAR1/GH3.11 (A. thaliana) OE MeJA Stasw ick et al., 1992, 2002;
Hsieh et al., 2000
PBS3/GH3.12 (A. thaliana) LOF: Jagadeeswaran et al., 2007
GH3.17 (A. thaliana) LOF IAA Stasw ick et al., 2005
PpGH3-1, PpGH3-2 LOF: Bierfreund et al., 2004
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JAR4, JARG (Nicotiana attenuata) LOF: Wang et al., 2007
NtNEG1 (N. attenuata) OE Hakkinen et al., 2007
NtNLG1 (N. attenuata) OE Hakkinen et al., 2007
, Staswick et al., 2005), GH3
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Abstract The plant GH3 gene family is a typical auxin-responsive gene family, w hich is involved in plant grow th and development.

GH3 genes are involved in the auxin signaling pathw ay, light signaling and plantdefense responses. GH3 proteins conjugate auxin

with amino acids, which is important to maintain auxin homeostasis. In this review, we will summarize the recent progress in the

structural and functional analy sis of the GH3 gene family in plants, especially in Arabidopsis.
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