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Identification and D istr ibution Inside Plant of Pathogen Caushg Stan Rot of
Pandanus veitchii

X AO Rong-feng, L U Bo™ , L N Kangmei, ZHENG Xue-fang, and LAN Jiang-lin
(Agricultural B ioresource Research Institute, Fujian Academy of Agricultural Sciences Fuzhou 350003, China)

Abstract: The objectivesof this study were o i®late and identify the pathogen which caused sten rot of
Pandanus eitchii, and o detemine the anount of thispathogen inside the plant The diseased plants shawing
gmptomsof stan rot were collected from Jianxin, Fujian Province Ten ilates of microorganisn were ob-
tained and identified as Fusariun verticillioides by Booth'smethod and sequence of IDNA-ITS And, the re-
aults of pathogenicity testing confimed that these ilateswere pathogen of P. weitchii M eanwhile, comparar
tive investigation was conducted on the amount of F. verticillioides inside the symptomatic and asmptomatic
plantsof P. wveitchii Itwas found that the amounts of the pathogen in the stam were higher than those of in
roots and leaves The pathogens in the smptomatic plantswere significantly more than those in the agmpto-
matic plants
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2.1

FE 1 Bt Rk 2 FREEE(SS) Y RAEHEZE( ASS) B 3 FEEE(SS) 5 RS (ASS) AT
Fig. 1 Veitoh screwpine Fig. 2 Symptomatic stem (SS) and Fig. 3 Vertical section for symptomatic
asymptomatic stem (ASS) stem (SS) andasymptomatic stem (ASS)
2.2
15 , 13 10
FmB. 1.1-030221-01 FnB. 1.1-030221-10 , 10
PA 4d (45 £3) mm, '
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( 4 0 Booth (1971) , PA 4d
25 mm, , 3 5 :

Fusarium verticillioides (Sacc ) Nirenberg (Fusari-

um monilifomed Sheld )

4 Fm-B. 1. 1-030221-01 PSA (A) (B) (C)
Fig 4 The colony morphology (A), conidia morphology (B) and conidiogenous cells (C)
of the strain Fm-B. 1. 1-030221-01 on PSA medium
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Fig. 5 The electrophoresis of I'TS PCR for the strain
Fm-B. 1. 1403022101
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1

Tablel The rewult for the amount of Fusarium verticillioides inside Pandanus veitchii plants

Na Site of sanple

/( x10%cfu- g * FW) The average anount of F. verticillioides

A smpiomatic plant

Symptomatic plant

A smpiomatic root
Symptomatic oot
Basal sten
Top stem

Tender leaf

Old leaf

0. 0035 +0. 0003 d
0. 0629 +0. 0019 ¢
3.1530 +0. 0946 b
3.1940 +0. 1916 a
0. 0044 +0. 0004 d
0.0042 +0. 0001 d

0.0547 £0.0033 d
3.2840 £0.0985 ¢
12.3070 +1. 1076 b
146. 6666 £4. 3998 a
0. 0033 0. 0002 f
0.0047 +£0.0001 e

3

(P <0.05)

Note The data are meansof three replicates The different letters in the same column are significantly at P <0. 05 by DMRT.
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