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Extraction of High Quality DNA from Leaves of Dioscorea oposetap Thunb. with Modified CTAB Method

LI Yue-xian et al ( Agricultural College of Hainan University , Danzhou, Hainan 571737)

Abstract [ Objective] The study was to provide the basis for molecular biology research on Dioscorea oposetap Thunb. [ Method] With young
leaves of D. oposetap as the materials,their DNA was extracted with modified CTAB method. The quality and concn. of the extracted DNA
were detected by agarose gel electrophoresis and ISSR-PCR amplification. The extracting effect of modified CTAB method on DNA was stud-
ied. [Result] The molecular weight of the extracted DNA was similar with that of \DNA. There was 1 clear DNA strip in each lane,and the
integrity of the strip was better without protein and RNA pollution and DNA degradation phenomenon. The stable amplified strips could be ob-
tained through ISSR-PCR ameplification with template of the extracted DNA. [ Conclusion] The modified CTAB method was simple with high
efficient,and the quality of DNA extracted by this method was higher,the digestion of RNA was complete,and there were no obvious degrada-
tion phenomenon of DNA, and the strip was clear with better polymorphism in ISSR analysis.
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Fig.1 Agarose gel electrophoresis map of Dioscorea oposetap Thunb. total DNA
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Fig.2 ISSR-PCR amplification map of 33 Dioscorea oposetap Thunb. germplasm
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