° 986 - Acta Pharmaceutica Sinica 2002 ,37(12) :986 - 992

RAPD
1* 1 1 3 3 2
( 1. ;2. s 625014 ; 3. s 611830)
RAPD 92
34 32 (94.1 %) . 34 200 DNA
s 93.5% . 5.8
( genetic similarity ,GS) 0.521 0.572, GS 0.517.
36 s GS 0.530.
s RAPD s 14 . s (62 ) s
RAPD . (1)
. (2) RAPD DNA . (3) 5
; ; ; RAPD; ; DNA ;
1 Q78 A 1 0513 - 4870(2002)12 - 0986 - 07
( Herba Houttyniae) R
Houttuynia cordata Thunb . . ,
, - , DNA
? .«
» « » , 1,
BI2001)
Houttuynia eneiensis ZY Zhu et SL Zhang ,
. , , 92
, (EM)2 90 . ,
( ) - 12 . A,B,C,D,E,F,G,H,I,] K
, L 36 ,54,72,80,81 ,82,
- RAPD 83,84 .86 ,88,90 126
.DNA .PCR 1.
’ (41 (51 (61 DNA 3g
RN LN ) (ol , 50 mL , 15 mL
DNA . . . 65°C 2x CTAB (100 mmol* L™ Tris- HCI
RAPD pH 8.0, 10 mmol* L' EDTA, 2 % CTAB,2 % PVP,
, s 0.2 %p ) ,65°C 1~2h,
- (24:1), ,3 500 r* min"' 12 min.
1 2002-01-15 . 1/10 10% CTAB, i
: ; - (24:1) ,3 500 r* min"'

5

Tel / Fax: (0835)2882336, E- mail : ewuwei @I 63 .net 12 min, s DNA,



Acta Pharmaceutica Sinica 2002 ,37(12) :986 - 992

987

70 % DNA

2~3 ,

TE

Table 1 The cytotypes and the sources of the ger mplasm resources of Herba Houttyniae

(chrom((:)}s,toortn}f,:p(:lsumber) Accessions No. Locality Habitat
EM (36) W01-86 Emei, Sichuan Botony Garden, cultivated
Wo1-1 Jiufeng ,Leshan ,Sichuan River rapids , cultivated
A (36) Wol-4 Wutongqiao, Leshan, Sichuan Thick growth of grass on the slope , cultivated
Wo1-5 Qingxi, Qianwei, Sichuan River rapids , cultivated
WO1-9 Yangjia , Jingyan, Sichuan Ridges between fields , growing wild
Wol-22 Jinping , Yibin, Sichuan Thick growth of grass on the slope , growing wild
Wo1-23 Jingping , Yibin, Sichuan Ridges between fields , growing wild
W01-24 Yibin, Sichuan Thick growth of grass on the slope , growing wild
Wo1-25 Yibin, Sichuan Ridges between fields , growing wild
WO1-48 Neijiang , Sichuan Thick growth of grass on the slope , growing wild
WO1-50 Neijiang , Sichuan Thick growth of grass on the slope , growing wild
B (54) WO01-39 Hanlin, Pengshui, Chongqing Thick growth of grass on the slope , growing wild
Wo1-43 Maerkang , Sichuan Vegetable fields under plastic shanty , cultivated
WO01-97 Feixian, Lushan, Sichuan Tea plantation , cultivated
W01-105 Wangyu , Yaan, Sichuan Bamboo woods , growing wild
C(72) WO1-11 Yangjia , Jingyan, Sichuan Breadleaf woods , cultivated
Wo1-38 Qianjiang , Chongging Thick growth of grass on the slope , growing wild
WO1-52 Youxian, Mianyang , Sichuan By drains , growing wild
WO01-55 Wulian ,Jiange , Sichuan By drains , growing wild
WO1-63 Zhengyuan , Wangcang , Sichuan Thick growth of grass on the slope , growing wild
WO1-81 Taihusi, Yingjing, Sichuan Growing wild
Wo1-106 Hejiang , Yaan, Sichuan Thick growth of grass on the slope , growing wild
D (80) Wol-16 Richeng, Yibin, Sichuan Ridges between fields , growing wild
WO1-69 Enyang , Bazhong, Sichuan Ridges between fields , growing wild
W01-80 Huaishu, Mianyang , Sichuan By drains , growing wild
E (81) Wo1-2 Jiufeng , Leshan, Sichuan River rapids , cultivated
Wol1-3 Wutonggiao, Leshan, Sichuan Thick growth of grass on the slope , growing wild
W01-6 Jivjing , Qianwei, Sichuan Ridges between fields , growing wild
Wo1-7 Muxi, Muchuan, Sichuan Thick growth of grass on the slope , growing wild
Wo1-8 Maoqgiao ,Leshan ,Sichuan Ridges between fields , growing wild
WOI-15 Gongjing , Zigong , Sichuan River rapids , cultivated
WO01-19 Liunanba , Yibin, Sichuan Ridges between fields , growing wild
WO01-29 Daguan, Nanxi, Sichuan Maize fields , cultivated
W01-30 Daguan, Nanxi, Sichuan Citrus woods , cultivated
Wo1-31 Hujia , Longchang , Sichuan Ridges between fields , growing wild
WO1-41 Xindian, Mingshan, Sichuan Thick growth of grass on the slope , growing wild
Wol1-42 Wangu , Mingshan, Sichuan Thick growth of grass on the slope , growing wild
WO1-47 Guza , Kangding , Sichuan Woods , growing wild
Wo1-54 Wencang , Zitong, Sichuan Ridges between fields , growing wild
Wo1-71 Mozixiang , Bazhong , Sichuan Ridges between fields , growing wild
Wo1-72 Jincheng , Yilong , Sichuan By drains , growing wild
W01-73 Nanmu , Nanbu, Sichuan Woods on the slope , growing wild
Wo1-76 Fuyi, Yanting, Sichuan By roads , growing wild
Wol-77 Fuyi, Yanting, Sichuan Thick growth of grass on the slope , growing wild
W01-95 Siyan, Lushan, Sichuan Vegetable fields , cultivated
WO1-108 Helong, Yaan, Sichuan By vegetable fields , growing wild
Wol-114 Nanjing , Jiangsu Botony Garden, Cultivated
F (82) Wo1-37 Zhongdu , Youyang, Chongqing By drains , growing wild
Wo1-58 Jianmen , Jiange , Sichuan Ridges between fields , growing wild
Wo1-59 Jianmen, Jiange , Sichuan By drains , growing wild




* 988 -

Acta Pharmaceutica Sinica 2002 ,37(12) :986 - 992

Continued

Cytotypes

Accessions No . Locality

( chromosome number)

Habitat

Wo1-78 Fuyi, Yanting, Sichuan By river, growing wild
Wo01-96 Zhongfengsi , Emei, Sichuan Thick growth of grass on the slope , growing wild
Wo1-104 Zhongjiang , Sichuan Vegetable fields , cultivated
Wo1-107 Guanhua , Yaan, Sichuan Vegetable fields , cultivated
G (83) Wo1-18 Gaoxian, Sichuan Ridges between fields , growing wild
WO01-62 Shangwu , Wangcang , Sichuan Ridges between fields , growing wild
Wo1-66 Shahe , Nanjiang, Sichuan By rivers , growing wild
Wo1-79 Lianghe , Yanting, Sichuan River rapids , growing wild
H (84) WO1-45 Xuankou , Wenchuan, Sichuan Slope by roads , growing wild
Wol1-46 Ziping , Dujiangyan, Sichuan Thick growth of grass on the slope , growing wild
Wo1-51 Mojia , Mianyang, Sichuan Ridges between fields , growing wild
Wo1-56 Liugou , Jiange , Sichuan By drains , growing wild
WO1-68 Liangshui , Nanjiang, Sichuan Ridges between fields , growing wild
W01-92 Ziyang , Sichuan Vegetable fields , growing wild
1(86) Wo1-13 Changshan, Rongxian, Sichuan Thick growth of grass on the slope , growing wild
Wo1-34 Junling , Xiushan, Chongqing Thick growth of grass on the slope , growing wild
Wo01-57 Hanyang , Jiange , Sichuan Thick growth of grass on the slope , growing wild
W01-64 Zhengyuan, Wangcang , Sichuan Woods , cultivated
W01-98 Helong , Yaan, Sichuan Thick growth of grass on the slope , growing wild
J (88) WO1-65 Sanjiang , Wangcang , Sichuan Thick growth of grass on the slope , growing wild
WO01-83 Jialingqu , Nanchong, Sichuan Ridges between fields , growing wild
Wo1-99 Ziyang , Sichuan Ridges between fields , growing wild
K (90) Wol-10 Yangjia , Jingyan, Sichuan Citrus woods , cultivated
Wo1-12 Changshan, Rongxian, Sichuan Ridges between fields , growing wild
Wo1-14 Shuangshi , Rongxian, Sichuan Vegetable fields , cultivated
Wo1-33 Ganlong , Songtao, Guizhou Thick growth of grass on the slope , growing wild
W01-53 Youxian, Mianyang, Sichuan Vegetable fields , cultivated
Wo1-60 Dashi, Guangyuan, Sichuan Vegetable fields , growing wild
Wo1-61 Yuanba , Guangyuan, Sichuan Ridges between fields , growing wild
W01-67 Shahe , Nanjiang, Sichuan Woods by rivers, growing wild
Wo1-70 Enyan, Bazhong, Sichuan Vegetable fields , cultivated
W01-74 Jianxin , Nanbu, Sichuan Ridges between fields , growing wild
Wol1-75 Qiangiu, Nanbu, Sichuan Ridges between fields , growing wild
Wo1-94 Wangyu, Yaan, Sichuan Thick growth of grass on the slope , growing wild
Wo1-100 Qionglai , Sichuan Thick growth of grass on the slope , growing wild
Wo1-101 yanchang , Yaan , Sichuan Tea plantation, growing wild
W01-103 Qingchengshan , Sichuan Woods on the slope , growing wild
W01-109 Shangli, Yaan, Sichuan Thick growth of grass on the slope , growing wild
Wo1-110 Xiali, Yaan, Sichuan On the slope , growing wild
WOo1-112 Zhouhe , Yaan, Sichuan On the slope , growing wild
W01-113 Yanqgiao, Yaan, Sichuan Woods on the slope , growing wild
L (126) W01-102 Zhouhe , Yaan, Sichuan Thick growth of grass on the slope , growing wild
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Figure 1  Amplified products of primer OPH-20 from 92 accessions
1 ~92 represent different accession in the sequence of Table 1 . M represents PUCI 9/ MSP DNA marker

, 36
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12 GS 72 GS , 0.503
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Table 2 The genetic similarities(GS) within and between Houttuynia emeiensis
Z.Y.ZhuetS.L. Zhang(EM) and 12 cytotypes of Houttuynia cordata Thunb

GS EM A B C D E F G H I J K L
EM 0.521

A 0.530 0.596

B 0.522 0.539 0.503

C 0.490 0.524 0.540 0 .541

D 0.528 0.539 0.574 0.561 0.576

E 0.516 0.549 0.548 0.568 0.580 0.576

F 0.524 0.538 0.559 0.580 0.610 0.595 0.617

G 0.508 0.534 0.534 0.553 0.610 0.578 0.586 0.572

H 0.504 0.528 0.541 0.565 0.591 0.583 0.598 0.574 0.566

I 0.510 0.524 0.535 0.574 0.599 0.591 0.624 0.596 0.591 0.590

J 0.529 0.559 0.560 0.572 0.625 0.599 0.624 0.608 0.601 0.615 0.613

K 0.517 0.534 0.542 0.571 0.598 0.583 0.600 0.568 0.578 0.588 0.601 0.587

L 0.524 0.493 0.551 0.564 0.541 0.589 0.633 0.534 0.579 0.589 0.560 0.586 -

Note: A, B, C, D, E, F, G, H, I, J, K and L represent different Houttuynia cordata Thunb. cytotype which has the
chromosome number of 36 ,54 ,72 ,80 ,81 ,82 ,83 ,84 ,86 ,88 ,90 and 126 , respectively
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RAPD ANALYSIS ON THE GERMPLASM RESOURCES
OF HERBA HOUTTYNIAE
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3. Trticeae Research Insititute , Dujiangyan , Sichuan Province 611830 , China)

ABSTRACT: AIM To discuss the genetic diversity of the germplasm resources of Herba Houttyniae on molecular
level. METHODS The geretic diversity of 92 Fbuttuynia Thunb. accessions were tested by RAPD markers .
RESULTS (X 34 10~ mer arbitrary primers , 32 (94.1 %) were found to amplify polymorphic products . A total of 200
products were amplified of which, 93.5 % products were found to be polymorphic . 5.8 polymorphic bands were amplified
by each polymorphic primers on the average . The average genetic similarity ( GS) within Fbuttuynia cordata Thunb. and
Fouttuynia eneiensis Z.Y. Zhu et S.L. Zhang accessions were 0.521 and 0.572, respectively. The GS between them
was 0.517. The degree of similarity of Ibuttuynia eneiensis Z.Y. Zhu et S.L. Zhang accessions and Fbuttuynia
cordata Thunb. cytotype which had the chromosome number of 36 was the highest, with an average of 0.530. The
genetic diversity of cultivated groups was higher than that of wild ones . The results of cluster analysis by using UPGMA
method showed that all the tested accessions can be differentiated by RAPD markers , and classified as 14 groups . O
which , 62 accessions was classified as one group. The results also showed that the genetic diversity in Herba Houttyniae
based on RAPD (S was correlated with geographic distribution. CONCLUSION (1) There actually existed much
geretic diversity on molecular level among the germplasm resources of Herba Houttyniae . (2) RAPD markers could be
effective tools to construct DNA fingerprintings of Herba Houttyniae . (3) The genuieness of Herba Houttyniae was related
with the environments . However, it was affected by genetic facters in more degree .

KEY WORDS: Herba Houttyniae ; Fbuttuyria cordata ; Fouttuynia eneiersis ; RAPD; geretic diversity ; DNA
fingerprintings ; genuineness





