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Wheat Roots and Difference of ABC Gene Expression

YIN Li-ping',LIU Wei-zhong', LIU Xiang-lin',
HUANG Qin-ni',CHAI Dong-fang',QIU Ze-sheng', Wang Ling-shi?
(*Department of Biology, Capital Normal University. Beijing 100037;*Beijing Education college, Beijing 100044)

Abstract :Expression difference of gene in iron-deficiency and iron-sufficiency were compared between

iron-efficient wheat cultivar Jing-411 and iron-inefficient cultivar Sanshumai-3 by differential display re-
verse transcript PCR (DDRT-PCR) method. Northern blotting was carried out with the probes of ATP-
binding transporter (ABC) cDNA selected from DDRT-PCR products of the cultivar Jing-411 . The results

demonstrated that its expression were suppressed under iron-deficiency stress.
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ing iron-efficient cultivar Jin g-411 in Fe-sufficient culture (a); iron-efficient cultivar Jing-411 in Fe-deficient culture (b); iron-inefficient culti-
var Sanshumai-3 in Fe-sufficient culture (c); iron-inefficient cultivar Sanshumai-3 in Fe-deficient culture (d) from the left to the right
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