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Abstract : LK783 was found to be a good fertility restorer for K-type male sterility of wheat. Microsatellite
markers were e mployed to map the major restoring gene in LK783 . Maintainer and restorer DNA pools were es-
tablished using the extre me sterile and fertile plants among ( KI5418 All 911289/ LK783) F, population, respec-
tively . Seventy-nine sets of SSR primers were screened for poly morphism between the two pools, 6 of which
were found poly morphic. Linkage analysis showed that Xewmll, Xgwml8 , Xgwm264a and Xqwm273 were
linked to the restoring gene in LK783 , while Xgwml1l, Xgwm18 and Xgwm273 were cosegregated. The dis-
tance between the Rf gene in LK783 and the three cosegregated markers was 6 .54 +4 37¢M, the distance be-
tween Rf gene and Xgwm264a was 5.71 £4 .10cM. The four SSR markers were located on chromosome 1 BS
by amplifying the DNA of nullttetrasomics and ditelosomics of CS with the 4 sets of primers , indicating that the
restoring gene in LK783 was located on 1 BS, but the relative location of the gene was different from Rfvl, the
allelism of the two genes should be further investigated. The breeding for new fertility restorer lines of K-type
cytoplas mic male sterility in wheat would be facilitated by using the four poly morphic markers .
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Fig. 2

Amplification results of GWMI8 in sterile line , maintainer line , restorer line , pool of maintainers and

restorers and individuals of ( KJ5418 All 911289/ LK783) F; population
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