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Identification of a novel HLA allele, HLA-B x 4086,
and investigation of its family pedigree

ZHANG Yi, FANG Yun-hai, NIE Xiang-min, LIU Yan, HE Wei-dong, ZHU Chuan-fu
(HLA Lab, Blood Center of Shandong Province, Jinan 250014, Shandong Province , China)

[Abstract] Objective To identify a novel HLA allele, HLA-B * 4086, in Chinese population and to

investigate its pedigree. ~ Methods An exceptional reaction pattern was detected in routine HLA
typing of a CMDP (China Marrow Donor Programme) sample by PCR-sequence specific oligonucleotide
primer (PCR-SSOP) assay. A new HLA-B allele was confirmed by sequence-based typing. Then
family investigation was performed. Results DNA sequencing confirmed a new HLA allele.
Compared with the closest macthing allele HLA-B % 40060101, the novel allele has a difference at
nt419 (A—T) in exon 3, which resulted in an amino acid change from Tyr to Phe at codon 140. Family

investigation indicated the new allele derives from mother of the carrier.  Conclusions One novel

HILA allele was confirmed by sequencing based typing and it had been designated as HLLA-B % 4086 by

the WHO Nomenclature Committee. This novel allele was inherited from mother of the carrier.
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Fig 1 The nucleotide sequence of exon3 of HLA-B * 4086 compared with that of HLA-B x 40060101
Dashes indicate identity with B % 40060101
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Fig 2 Results of family pedigree investigation

Black indicates carriers of HLA-B % 4086
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Tab 1 Locus typing results of HLA-A, B and DRBI in the family

Family Locus typing

member A B DRBI
Proband Ax02,A%02 Bx15,B% 4086 DRB1 % 12,DRBI1 * 12
Father Ax02,A %31 B*15,B* 15 DRBI1 * 08,DRB1 » 12
Brother Ax02,A %02 Bx15,B% 4086 DRB1 % 12,DRBI1 * 12
Sister 1 Ax02,A %02 Bx15,B% 4086 DRB1 % 12,DRB1 * 12
Sister 2 Ax31,A%33 Bx15.B* 44 DRB1 % 07,DRBI1 * 08
Son Ax02,A%11 B#54,B%4086 DRB1 % 09,DRBI * 12
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