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Abstract: The Cre/loxP site-specific recombination system has been widely applied to gene recombination in plants, and it has

become a powerful tool to enhance the safety of transgenic plants. The present review describes an overview of the basic profile of

Cre/loxP system and its applications in the construction of plant expression vector, especially in gene deletion, site-specific gene

integration, multi-gene expression and heterosis application.
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Fig. 1 The mechanism of Cre/loxP site-specific recombination

system
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Fig. 2

Recombination pattern of Cre/loxP site-specific

recombination system
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Fig. 3 The principle of producing single-copy transgene using

the Cre /IoxP system
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Cre FAIBESE R KA AT B NS3529, JLibF & 58 H
LR SR 3R 3 2 Mt Bdg b, 2 R
= N o o N S I S PR R T QS - N = N
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JFORLARSE AR SR X E B 51 9] PI-Sce T 1758, HOCAEE
2 AR AR, RIS, W REES T 24
FED A Rk Ak . Lin U8 R Ih A IXE RS
10 AN HMEFE LA OKFRSE R4l . kit Jm, I
'© 2 SRR IR AR AT R Rl 5 0,

5 ¥ Cre//oxP RFECIEANTHENM
ABERMER

FeRP R AR P IR G, I AL
KIS e =it 20 HE/EYE M —EK
M. AT FAIKHE . AT B ORI
JELUEIH AT BRI R o R —28 QI EY Al
W RACTEY), BT HAE AR, N T LA 2t
T, AR TR, A BN R
FRSR AT HIFP Xt T 28 A G, s — %
REFE A =0 . Bk, QUEHETEA T RS
FI R AR AR I A 20 . AHH S Rl 3R
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Cre/loxP {7 s 4% 5 PE AL R G00s FH H A HL7E 2005 4,
T FEH AR (Bayer) A3 [ B 5& di ik A 17 2 )
(Hess) il CreflloxP A7 s 5k H 4 R G AT 4%
barnase 19005 PES LUK . Lin 2R H
Cre/loxP 4 £ - PE B 241 R 45 F1 barnase, ¥ 2 AN i)
loxP 47 £ {E barnase Py, K NHHAE 24 958 )2 5
&)F TA-29 Ji 5l barnase (131K, BIhEE] T BT
ANERMKE R 5358, A HELBFR 2 AN W
(TR b, U PRSI 5 2 TE] ) DNA F BT
RIS, R R G w] A — Al BEL B (1% 5 R 2k
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FUEVER B RN RIA S (% TA29 B3l KIdhA
TA29 Ja 8T R Actin &K )2 Nos 117D VIR,
$7 N\ F 8] 72 B AR pGloxp 7 2 ANAI ] loxP A7 2
), ¥ R REGER loxP £7 S0 F A
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B A MEMEAS B FE N Rk 3 /k pPCABARTAAct, PCR J5
NE R BM25.8 JE M4 DNA 339 Cre &[4, 52
B0 P 560 TG 15 i i A\ PBIS25 CaMV35S-35S XU )
T A Nos #1kr2H, HEURAEZYV FHA
pBINPLUS JFCRLAHNA £, 45 2 P 52 55 R A 4 36 ik
A& pBINPLUSCre. Ryt c&Pitkygd 7R T
FE RIS H AR pCABARTABn FIUAH W it 1k 53 Ji PR 36
ik # 1A pBINPLUSCre . M AN & 5 N R ik # 1k
pCABARTABn & HMEVEAT IR ILAG (% TA29
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AYER IR R, 9 H AT A M IACKT Cre SR
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TEREH— 4 AT i 12
6 RRE
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I FH A2 R 3 BT ) A B A R R ) 5
L, ARGACRES SR TR 6. EAR
PRI HE R FEVEH A DIBR, A2 AN REAEF BE IR (1)
B RSB T RIA, HAE Cre ByD) AL
T B 34 ANIREEXS K loxP A7 55 XA R S
TUA AR DNA F4. ZRGRE 2 MLAr &
N MLENE e Z B HE . AER Ak AN, H
F| 2007 4F, A AT HE A AT R
WA P LRGSR EDET, X S A7 AT
R e M R PR R 2 DR R A S R 1)
G, R Cre/loxP RE04 0T H TR e £ 51 1)
WFFE, WEh It BN . WFFTRI & B AR
HENL KR B A, (LY ST, IR
K JURH Y. SR s 45 A S R AT T 4RO (B3 i 1)
JE, MR RVEZ 238 TR 28 ) fHEA T 5 IR
EE%DLSSJ .

K2, Cre/loxP A7 f4F ek B4 R 58 ARG A 1%
THIREARAE I A v BE, AT DURE fff 5 |\ b S
DR, 3 ] LA S 38 T e i 25 b s il AR DR ) 2R
REESE, SR T ERMN RS, BUAR HET IR
RN ARG Z AL, AEERARNERE, X—F
g HEREE, HNHIRSE M iz,
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