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Abstract: This paper firstly introduces the importance of free energy based constraint in DNA sequence design and the formulas
for calculating free energy,then adopts an improved Ant Colony Optimization(ACO) algorithm to solve sequence encoding problem.
Emulation exercise shows that this method can generate a group of DNA sequences which satisfies free energy constraint and
certain range of melt temperature.This method improves efficiency of DNA sequence design by leveraging concurrent executing of
ACO,and generates more stable DNA sequence.
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T -058 -100 -145 -130 -058 -100 -145 -130
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T -058 -100 -145 -130 -058 -1.00 -145 -1.30
G -130 -144 -184 -224 -130 -144 -184 -224
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