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BER. BN .FEE . INTE S8R AR 23K
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B RERPL, PCRIIGHFPERYRMED
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1.2 ETRGHMEE

i/ B¥¥ FSHR #H i X F 3141
Sairam #1 Subbarayan (1997 V18 5 (0 MW R ¥ (K
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FEY .S M Yarney F(1993 VRS AR £
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B, W& FHEEES2kb. FSHR 5 E 4 AR, L ar o
MR TFRREEAWEZENARBSSS ES
FSHEANER:E 0N ETFTHNEE=DNRE
FSHR MBEHMNERS fIRART EXFRBME
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L8 5 AATTC ATITG TGCCA GUATCC 3
FT#alf. 5 AGTTC GACCL CATOC UTG 3
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FSHR £F #FEH S LW —S15~—-Twvs s, T
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LT3 .5CTGGA AAGAT GGCAT ACC 2
T34 . Y TGTCA TTCAA CACTC AGAAAC 3
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FHoeDNA +13¢3——+ 10w S FHESIWETF
—2105—~+ZI M E. VKR E RFI YN
732bp.
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ERH I ENER. EEEMEHARRE . & 20 mmol /L
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dNTPs 1. 0ul,20pmol/ul § E#3| ##1 T #3 H%
2 5ul EEEH DNA 500ng. Tag DNA B4 8 2. 50,
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THEHE IR 6SC.HHAE 38N
REU., RIMBERF®: 9 CTH Smin 5.8 ¢4 C lmin
P65 C 1min Bk 720 loun ZE#{EH 30 K. 8
GETZCEM 10min. MBEFICRE., THEH
DNA FEMFTENBO (% HEEEFEaX . AFH
glassmilk fEMEHT#| . Geneclean kit ¥ M IR IS ME 8 Bt
E. aifh, A T, DNA EEBEENDNA FB W
EFPUCm ~-THEEE. BLFEHE E coli
JMI109. ¥ H BE 26 f 3 5 B Bk A e FT SRR A ik
GtE HEMHEEY . SEHHERRE. MERS
WEFEAFHR, F 370A DNA B sy E,
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2.1 PCRFEMERETHEERE
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. AU MER (EIL.EH). XEEHEEFER
8 PCR B4 E#, #1845y 3 I 8 S
B .Geneclean kit 2R . SE# PUCm—T &
B (R (b TMI00 By B, @3B BERET
BB HERHEY 6.7, HTFTHH X
Sairam FHl Yarney %% #0984 £ FSHR & B 40 52
THEARTTHEEE 2 BFFBUGSAMRE BT
#HEcoR L #M BamH | fE R B2 HE —~ 3480

MHREHERAFENAUE P T EABES
TR S AT I T o B Bt ORI 6 14T B L B 4T
BEGRWUE 3 HE 4,

564 bp

831 bp
947 bp
1375 bp

1 a/EcoR ) Hind X Marker;2-10 PCR 1 ™%
2~ 1% Amplhfation product by PUCR
B1 F-3SIPyBgR
Fig 1 Amplfication result by PCR.

with the first pair of primers

564 bp
831bp
947 bp

1375 bp

1 2 3 4 5 86 T #8

1.8 /EcoR I /Hind I Marker;?-7 PCR § 1 &4
2 ~7 Amplification praduct by PCR.

B2 B_W3WTFHER
Fig 2 Amplification result by PCR

with the second pair of primers

32 KFIME

il 5 & Wi fff F§ Tag Dye SwsteCycle Sequencing
Core Kit M A&.E.RUMMF.HE 2, HHFM
WFFRLF s70A AR O ILAE. B FH 93l
PRI HETIRK. - ANFTENESE. BiltE
Fo-RUFER RITHA _RMFsIY. ME2K,
WA LES E 6.
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1 2 3 4 &5 6

1A/ EeoR | ‘Hind T Marker,
I~ REARAK EcoR T B
4~3 WEEEHEER A EccR 1 Bamil [ WD)
6 REMTHHR TS
B3 B--usprr-yrECEREREE

7~ 3 Digestion veri{y 10 white-spot clene by endonoclease EcoR C

4~5 Digestion verfy to white spat clone
hy endunuclease EcoR | and BamH |
6 No endonuclease —digestion white-+pot clone
Fig 3 Dhigestion verfy to white-spot clone

with amplification product by the first pair of primers

7 6 & 4 3 2 1

1.7 A/EcoR [ 7Hind T Marker
I~5 IR R BEH A Pst I MR
& BEEFER Pst | MV FHEE S BD
4 BEoWsI WY REOREREEUEE
2-5 Digestion vendy to white-<pot clone
by endonuclease Pot 7
f [hgestion ta blue-spet clone
hy endonueclease Pst 1 {conteast)
Fig 4 Digesuon venfy ro white-spor clone with

amplification product by the first pair of primers

2.3 FASK

HTEAHRBHAE - WIHRTH OE
FSHR £R#EEHEATHENERSHX BB
— WA Ry AR ERSHEKETFER MF
R CHMEKBEAAETI BN 704bp. HRIWE
B RBEF 5 B EH S Sairam #1 Subbarayan- R %
BB R B R MR e A B
ST A R RETM R e a0t BELNMYE.DHE
MEFIEBA/RERET E—97 f-626 ML,
NWREFERE L MRER A -2 F-790 5.
VEEFEERE 1 PWERE.

FE oINPT MABAN I REFXFSHR 285
WEEILOHETFRIFAN BEUFERYS Yarney ¥
HEMMETFSHR £F -DNA IR EF 7" H
B.oEZMEM3ITRETR, AT+ 1446,
+1447 F1+ 1650 fr & . H o — 1446 fif L7 Yarney
HRENFEARC. P RBEEEH G +1447 S
WEGWEN)RBEFEHC.ERFHAYKES
T HEBWEBCACE N EEXF T HEMYK
W CAG, HUKEE 93 TREENERGTC #
NWEEXTHEEBRED CTC., —1630 (FMWEF
FTHENCOWE - TRLEEBHIREEFEE
EREBACCE5 ACTANRERED,

W3R EEY. 8 5F 134bp HER
HWERFF EZBFA.INEEXHNHEES Yarney
ZERFEMFIRE-H.BFER. BEEFTISH
SRR T SRS R R AN
MERMETERFEN 0. 365

3 i

SHMAF (RFEE LA F W FSHR £HF '
FRHL.REXZBEFAMEFHER 700",
BETREH 01 OHE 4L MARETRE
BOHE A /B S (BEBR K/ AR R R BT TG
VMR BAEA _SHABENEFRETHF
¥, CRE.ERE.Y —box type SN EHFBET F.
{H 2 1 Half ERECBEB R I W T — ¥ 5 5] )R 4L
MRS, R A TERETRE S, B
— MR A LT — 530> 526 i g, AR EF
¥4 TGACC,. X EM B R LW T4 B (GGT-
CAnnnTGACCI ) 3w — ¥ F . MENEEER
TN TGATC: B A B - 679>—675 fii ;i . 7
Zf A M HIERE(BE B R R I T % —FF
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MC A TTCATTTC TR CEARA TITAMANGECAM GOCATCTTCAGAGAC TERAMA TCAGRGARGOCAG 750
£ 3

X MAGACATCTEACAGADGCTSEEATAGTTGGTG TCTACTANGCCCAGTS -T00
L 3

M AMMACCCAGOOCGACCTG TOSGTCAL TCAGCTGAGTCAGTTATCTCTGTA —650
L= ey

5'Hallf EXE
FEF CACTACTCTCTTAMAG TGCCT-CTACCATC TG TCCAGGGOCTCACTAK. ~600
*¥ L

¥ CACTGOCTGTCTTCTRAGCTGLTOCATGTTTOGTTGTTAATTCCAKCAL —550
L 2 G

BEE GAMGAGAATCAGTGACTTTGATOCAGAAGT TCTGGTTTTGTATCAAGCA. ~500
0 G it

3'Balf ERE
WE GOCTCEAGANGACATTGACACCANGACTOGAMEOAGG TOCCTGADCTTC 460
ns

W £ ACTCAGGASCTCTCTTAATGA TG TTTCACAL TGCAGATTGCATCTE TTIT -400
B¥E

W GOAGAANGTTAAGCGTCTCACTCTSTTTTEAGAMAAAAAMATAGTGAC -360
| B3

M CACAGCCACAGTUTTACAGOCAATTTAATATAAGC TATTCTAGACATGEA -300
m*

¥ TCAAGTTTCAATTTGCAALC AMCCAARRMGL TARRGGIACACOGTAT —-250
oF

ME CHMBOCACHCLCTCTACCTCTOCCACCOCAGCCONACCAMAG TCACTIT -200
WX T

M CTOACTCAGARATICTGCTATT PG TCTRRAM TEACCHAT AMMAMGAML —150
¥

TE AMAAGGAMMGORECTCTERGCHE TCACG TRACCCTARCASCTIOCAAC —100
[ X3

BE GCA-GADCTCTTCTCAAAGGGCTCAGTGTHRAGCCTCTRAMTCTOS0CA —50
e

BEE GLATTCOCTCTCOAGAAGCAGA ML A TCGOO TSGA TOEATAAG TRAAC 1
L = 3

- R m AR DN EEE D Saram FRFAMMAT
5 HMREXFSHR ZESREMFHRRS
Sairam Hif FHMMBEF R M LW
—Hase-deletion I Sequence nt small-tail Hen sheep
2 Sequence of Australian sheep
Fig § Comparison uf the sequences of 5'-flanking
region of FSHR gene between the small-tail Han

sheep and anstrahan sheep

FhEMMARAWE, VREETRHTC M
Sairam EFRFERFF A T. A TREAERZHEENE
. AHILTHEANUNTHUSERFTEIRARNE
. MEAETHFFIAOBETR, @BEEE. L—W%
FFIEEXMEM. ~id. % Hall ERE 7|5
FREEGTEEREWNERATHE. HEEME. &
TRBREEHFEMWAEFSHR 2SS ERAHE S
B OHNEEHAEIAUERGCSE, WATHYE
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AR ERANEaAREEERBERAESM
AR -EHERRE SITFRIHDEERE R

. B—Hm. BEEEFC00ORE N mDNA £
HEMHR. AABRENBFSEIHHAE FIRES
ZREEAR- #SEHRBAH. RENGFERT
HEERNTEY, BT EBETHEES RN S HS.
mMEEANE AREARM, Ay \REXSR
WA EXEFSHR ZFESmEMTR . BER T RE
HRHEEXZR BEETFEARMERERIEHLE -4
(ERYER T

;ig +imwrmrmmmmmmmmmmm 80

;i ATGOCACCATCGACTCTGTCACTGCTCTAATGGAGTCTTCCTCTGOCASG 100

amn
;immmmmmmmmmmﬁmmmmmpm

+ -
;i f#lc--u- senaanCTIRAAAG +1em

T pesses san s aaooioRilak
;immmﬁhmmmmmmmmmmgﬁm

;i GCCATGCTGLUAGCATCATGC TG TROOCTOOGTCTTTGCTTTTOCAGTT s

:; GCCCTCTTTCOCATCTTTGRCATCAGCAGCTACATEANGG TGMLATCTG + 1550

;i CCTGCCCATGGACATTGACAGCCCCTTG TCACAGCTCTATGTTATGTCCC +isoo

:i mmmmmmmmmmmmnrm% +1850

;i CACATCTACCTCACGUTGAGGAACCOCAMCATCACATCCTCTTCTAGTIA +imoo

:i CACCAAGATAGCCAAGCGCATGGOCATGCTCATCTTCACCGACTTCCTCT i

;; GEATGGOGOCCATCTOCTTCTTRGOCATCTCTGCCTCCCTCAMGGTGO0C » 1600

:i CTCATCACTGTGTOCAAGTCAMAGATCCTCCTGGTOCTGT TCTAQCCCAT + 1850

;i CAACTCCTGTGOCAACCOCT TCCTCTADGOCATC TICACCAGGAACTTCL +1900

:i GCAGGGATTTCTTCATTCTGCTGAGTAAGTTTGUCTRCTATCAAMG TECAA +1950

;i GOLCAGACCTACAGGTCAGAAACCTCATTCACTGOCCACAACTTTCATCL +2000

;i AAGGAA TOGOCACTGOCCODCABC TOCCAGGG TTACCAATGG TTCCAATT +2050

:; ACACACTCATOCCOCTAAGACATTTAGOCAARAACTARAACACAATGTGC +2100

;i AMTGTTITTEAG TR TAATEACA

E fFERETHRLGE. DOAREE. L Yorney EHSHHF
e HMREXFSHR ER#HHERSFAIHMESR
B8 Yarney % £ % T 5 19t
Trallie characters represent primers (L'Parijal sequences ol
structure region of FSHR gene of the small-tail Han sheep
‘G Parual sequences ol structure region w Clvine
FSHR gene sequenced by Yarney ,T A.et al
Fig 6 Companson of partial sequence of FSHR
gene between smali-tail Han sheep sequenced

by us and sheep by Yarney .T. A.er al
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Cloning and Analysis of Partial Sequence of Follicle-Stimulating Hormone
Receptor (FSHR) Gene of Chinese Small-tail Han Sheep

Wei Wuchuan'  Xu Shangzhong®  Xin Hongliang?
¢ 1 Academy ol Ammal and Veterinary Science. North-Western University of Agriculture and Forestry Science and Technology
Yangling Shaanxi 712100 < Insutute of Animal Scences Chinese Academy of Agricultural Science Beypmg 00054

? Bureau of Animal Science. Ihstrice of Fulaerp, Quyithaer Her Longpang 1610410

Absiract 3'-flanking region and partial structural sequence of FSHR gene of Chinese small-tail Han sheep
were amplified by PCR rechnique. cloned and sequenced. Sequence comparison showed that the sequence ho-
mology in 3" -flanking region was 97, 99" between Chinese small-tail Han sheep and Australian sheep. and
the base-variability was 2. 01 accordingly. The base-variability between twao species at the structural gene
region sequenced was only (. 36%. 2 base variation at that region caused the change of amino acid codes.

Key words Chinese small-tail Han sheep 5'-flanking region of FSHR gene Clone Sequence analysis
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