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Fig 1 Myoscadn mutation in Piedmontese cattle compared with

wild —type Holstein cartle
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Abstract Based on segquence 1n bovine of myosiatin genetdouble muscle gene v, 3 special primers were de-

signed. . DNA of Piedmontese . Piedmontese (Holstein crosshred and Holstein catile was as PCR template,

Double-rmuscle gene was analysed by single nucleotide pulymorphisms The result was proposed that a accurate

method of detection hovine myostatin gene and genatype.

Key words Bavine Double-musle

Mryosiatin gene

Single nucleotide polymorphisms

———r—r—T— 1 S| = by e o e e w


http://www.cqvip.com

