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Abstract
Objective To analyze the sequence of Strep tococcus sanguis chromoomew hich containsoneDNA fragment of 800 base pairs
(bp) and discuss Strep tococcus sanguis biological featuresof heredity. M ethods Streptococcus DNA of 800-bp genetic fragnent
w as cloned and analyzed by using eukaryotic expression vector Results By Genebank’ s database, it show ed that the 800-bp ge-
netic squencew as highly homologousw ith other bacterial nifS and nifU gene, and the highest homologous sorew as 114 Con-
clusion: thisnif geneof A TCC 10556 strain may correlatew ith nutrient metabolisn and peroxide hydrogen release of Strep tococ-
Cus sanguls
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