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Objective :The purposes of this sudy were to clone and sequence the mgor higoconpatibility conplex type  (MHC )
nolecuar antigen recognizing gene (H-2K) o 615 mice, and to provide the functiond gene for transgenic therapy. Methods:
The 1.4 kbfull-length fragment of H-2K< gene conplementary DNA (cDNA) was arrplified from the totd RNA of 615 nouse liver
by usng reverse transcription polymerase chain reaction (RT-PCR) . The cDNA was inserted into PGEMI3Z ( +) vector direction
dly, and the competert E. cdi JM109 was trandormed with the ligated product. The recombinant PGEM3Z( + )- H2KX cDNA
plasmid was obtained usng restricted enzyme analysis o the trangectants. The coplete sequence of 615 mouse H-2K cDNA was
determined by usng Sanger' s method. Results: The sequences of 615 mouse H-2K< cDNA were 99 % smilar with those of H-2K
cDNA which were reported by other researchers, and the sequences encoding antigen recognizing regons (ARS) were idertical
with each other. Conclusion : The authors cloned the MHC  noleculur antigen recogrizing gene (H-2KX) of 615 mice success
fuly and got the functiona gene of MHC
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