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[Abgract] Objective To sudy the mechanism of p16 gene inactivation in sdivary aderoid cydic carciroma.Methods 53
casesof freshly excised sdivary aderoid cydic carcinomas were gudied. Rolymerase chain reaction (PCR) and snge- dranded
corformation polymorphism analysis of polymerase chain reaction products (PCR- SSCP) were used to detect deletion and mutation
o p16 gene in sdivary adenoid cydic carcinomas. Methylation pecific PCR (MSP) was used to detect the methylation gatus of
p16 gene. Results  The homozygous deletion, mutation and hypermethylation of p16 gene were noted in 16 cases (30. 2 %) ,4
cases (7.5%) and 26 cases (49. 1 %) regectivdy in 53 casesdf sdivary adenoid cydic carcinomas.Condluson  The mainin
activation mechanismsd pl6 gene in divary aderoid cygic carcinoma were hypermethylation and honmozygous deletion.  The muta
tion p16 gene was rare in sivary ademoid cygic carciroma.
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